d hist 

(FILE 'REGISTRY' ENTERED AT 17:58:11 ON 23 JUL 2006) 
DELETE HISTORY 

FILE 'MEDLINE' ENTERED AT 18:01:01 ON 23 JUL 2006 

LI 13 61 S AMYLIN? 

L2 13 6 S PRAMLINTID? 

L3 1405 S LI OR L2 

L4 23 S L3 (2N) ACETAT? 

L5 0 S L4 AND PY<19910308 

FILE 'HCAPLUS' ENTERED AT 18:02:05 ON 23 JUL 2006 

L6 8 S L5 

FILE 1 STNGUIDE 1 ENTERED AT 18:02:13 ON 23 JUL 2006 

FILE 'HCAPLUS' ENTERED AT 18:02:18 ON 23 JUL 2006 

FILE 'STNGUIDE' ENTERED AT 18:02:18 ON 23 JUL 2006 

FILE 'HCAPLUS' ENTERED AT 18:03:13 ON 23 JUL 2006 

FILE 'STNGUIDE' ENTERED AT 18:03:13 ON 23 JUL 2006 

FILE 'HCAPLUS' ENTERED AT 18:03:38 ON 23 JUL 2006 

FILE 'STNGUIDE' ENTERED AT 18:03:39 ON 23 JUL 2006 

FILE 'REGISTRY' ENTERED AT 18:04:49 ON 23 JUL 2006 

L7 IS 187887-46-3 

FILE 'HCAPLUS' ENTERED AT 18:05:21 ON 23 JUL 2006 

L8 13 S L7 

FILE 'REGISTRY' ENTERED AT 18:05:56 ON 23 JUL 2006 

FILE 'HCAPLUS' ENTERED AT 18:05:57 ON 23 JUL 2006 

FILE 'REGISTRY' ENTERED AT 18:07:19 ON 2 3 JUL 20 06 

L9 125 S ?AMYLIN?/CNS 
L10 529606 S ? ACE TATE? / CNS 

Lll 2 S L9 AND L10 

FILE 'HCAPLUS' ENTERED AT 18:07:45 ON 23 JUL 2006 

L12 13 S Lll 

FILE 'REGISTRY' ENTERED AT 18:08:36 ON 23 JUL 2006 
E INSULIN 

L13 9756 S E3 

FILE 'REGISTRY' ENTERED AT 18:09:25 ON 2 3 JUL 2 006 

L14 14 S ? INSULIN? /CNS AND ? ACETATE? 

FILE 'HCAPLUS' ENTERED AT 18:09:38 ON 23 JUL 2006 

L15 11 S L14 

L16 11 S L15 AND PY<1991 

FILE 'STNGUIDE' ENTERED AT 18:10:21 ON 23 JUL 2006 

FILE 'HCAPLUS' ENTERED AT 18:11:00 ON 23 JUL 2006 

FILE 'STNGUIDE' ENTERED AT 18:11:01 ON 23 JUL 2006 



FILE 'HCAPLUS' ENTERED AT 18:13:18 ON 23 JUL 2006 
FILE ' STNGUIDE 1 ENTERED AT 18:13:18 ON 23 JUL 2006 



FILE 'MEDLINE' ENTERED AT 18:13:49 ON 23 JUL 2006 

L17 816 S ACETATE? (2N) SALT? 

L18 79 S L17 (P) PEPTIDE? 

L19 14 S L18 AND PY<1991 

L20 0 S L19 AND (PHARMACEUT? OR THERAPEUTIC?) 

L21 5 S L19 AND DRUG? 

L22 2 S PHARMACEUTICAL? (2N) ACCEPT? (2N) SALT? 

L23 31 S PHARMACEUTIC? (2N) SALTS? 

L24 OS ACETATE? AND L23 

FILE 'HCAPLUS' ENTERED AT 18:17:40 ON 23 JUL 2006 

L25 1061 S L24 

L26 93 S L25 AND PEPTID? 

L27 2 S L26 AND PY<1991 



FILE 



'STNGUIDE' ENTERED AT 18:18:06 ON 23 JUL 2006 



=> d hist 

(FILE 'HOME' ENTERED AT 11:13:47 ON 23 JUL 2006) 

FILE ' MEDLINE 1 ENTERED AT 11:13:59 ON 23 JUL 2006 
LI 29 S AMYLIN(5N) AGONIST? 

L2 0 S LI AND PY<1991 

L3 200036S POSTPRANDIAL ( 2N) DUMP? OR GASTROINTESTINAL? OR HYPERGLYCEMIA O 

L4 9 S LI AND L3 

FILE 1 STNGUIDE 1 ENTERED AT 11:15:53 ON 23 JUL 2006 

FILE 'MEDLINE' ENTERED AT 11:19:24 ON 23 JUL 2006 

FILE 'STNGUIDE' ENTERED AT 11:19:24 ON 23 JUL 2006 

FILE 'MEDLINE' ENTERED AT 11:20:17 ON 23 JUL 2 0 06 
L5 0 S L2 AND L3 

FILE 'HCAPLUS' ENTERED AT 11:20:23 ON 23 JUL 2006 
L6 0 S L5 

L7 1 S L2 

FILE ' PCTFULL ' ENTERED AT 11:20:35 ON 23 JUL 2006 

FILE 'HCAPLUS' ENTERED AT 11:20:40 ON 23 JUL 2006 

FILE 'PCTFULL' ENTERED AT 11:20:40 ON 23 JUL 2006 

FILE 'STNGUIDE' ENTERED AT 11:21:22 ON 23 JUL 2006 
L8 0 S L5 

FILE 'PCTFULL' ENTERED AT 11:24:32 ON 23 JUL 2006 
L9 1 S L5 

FILE 'MEDLINE' ENTERED AT 11:28:16 ON 23 JUL 2006 
L10 70 S AMYLIN? (2 ON) L3 

Lll 1 S L10 AND PY<1991 

FILE 'STNGUIDE' ENTERED AT 11:29:21 ON 23 JUL 2006 
L12 0 S LI AND DIABETES? 

L13 0 S LI AND MELLITUS? 

FILE 'MEDLINE' ENTERED AT 11:30:16 ON 23 JUL 2006 
L14 10 S LI AND DIABETES? 

L15 0 S L14 AND PY<19910307 

FILE 'HCAPLUS' ENTERED AT 11:32:32 ON 23 JUL 2006 
L16 36 S L15 

FILE 'STNGUIDE' ENTERED AT 11:32:39 ON 23 JUL 2006 

FILE 'HCAPLUS' ENTERED AT 11:32:46 ON 23 JUL 2006 

FILE 'STNGUIDE' ENTERED AT 11:32:47 ON 23 JUL 2006 
L17 0 S L16 AND AGONIST? 

FILE 'HCAPLUS' ENTERED AT 11:33:00 ON 23 JUL 2006 
L18 36 S L16 AND AGONIST? 
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OM protein - protein search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



Searched: 



July 17, 2006, 19:40:45 ; Search time 89.3288 Seconds 

(without alignments) 
184.261 Million cell updates/sec 

US-10-649-138A-40 
196 

1 CNTATCATQRLANFLVHSSNNFGPVLPPSNVGSNTY 3 6 
BLOSUM62 

Gapop 10.0 , Gapext 0.5 



2589679 seqs, 457216429 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 10 0% 

Listing first 500 summaries 



2589679 



Database 



A_Geneseq_8 : 



1 

2 
3 
4 
5 
6 
7 
8 
9 

10 



geneseqpl980s : * 
geneseqpl990s : * 
geneseqp2000s : * 
geneseqp2001s : * 
geneseqp2002s : * 
geneseqp2003as : * 
geneseqp2003bs : * 
geneseqp2004s : * 
geneseqp2005s : * 
geneseqp2006s: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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ADO51015 


42 


192 


98 


. 0 


37 


9 


ADV92837 


43 


192 


98 


. 0 


37 


9 


ADV92870 


44 


192 


98 


. 0 


37 


9 


AEB17936 


45 


192 
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AAB18582 



Aay22439 Pro25, Va 
Aaw90146 Human amy 
Aabl8578 Amino aci 
Abb054 92 Human amy 
Adi36177 Human amy 
Ado51021 Human amy 
Adv9284 0 Amy 1 in pe 
Aebl793 9 Human amy 
Aeb98245 Human amy 
Aeb98251 Human amy 
Aec75162 Human amy 
Aar29204 Des-Lys(l 
Aar37793 (Des-Lysl 
Aay22442 Des-Lysl , 
Aaw90145 Human amy 
Aabl8581 Amino aci 
Abb054 95 Human amy 
Adi36180 Human amy 
Ado51024 Human amy 
Aeb98250 Human amy 
Aec75165 Human amy 
Aar29199 Pro(25 / 28 
Aar37792 Pro25, Pr 
Aaw22540 Amylin ag 
Aaw74607 Amino aci 
Aaw90165 Human amy 
Aay22437 Pro25, Pr 
Aaw90144 Human amy 
Aabl8572 Amino aci 
Abb054 89 Human amy 
Adfl7 060 Human alb 
Adi3 6171 Human amy 
Adnl6159 Human pep 
Ado51015 Human amy 
Adv9283 7 Amylin pe 
Adv92870 Amylin pe 
Aebl793 6 Human amy 
Aebl7969 Human amy 
Aeb98243 Human amy 
Aec75157 Human amy 
Aar29212 Ile(17)Pr 
Aar38816 Ilel7, Pr 
Aay2244 9 Ilel7, Pr 
Aaw90154 Human amy 
Aabl8589 Amino aci 
Abb05504 Human amy 
Adi36188 Human amy 
Ado51032 Human amy 
Aeb982 68 Human amy 
Aec75173 Human amy 
Aaw22541 Amylin ag 
Adv92 842 Amylin pe 
Aebl7 941 Human amy 
Aar29205 Leu(23)Pr 
Aar38809 Leu23, Pr 
Aaw90147 Human amy 
Aabl8582 Amino aci 
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Abb054 97 Human amy 
Adi3 6181 Human amy 
Ado51025 Human amy 
Adv92844 Amylin pe 
Aebl7 943 Human amy 
Aeb982 61 Human amy 
Aec75166 Human amy 
Aaw22579 Amylin ag 
Aar29213 Des-Lys(l 
Aar38817 (Des-Lysl 
Aay22450 Des-Lysl, 
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157 


80. 


1 


36 


9 


AEB17957 


404 


157 


80. 


1 


37 


2 


AAR47265 


405 


156 


79. 


6 


37 


2 


AAR29221 


406 


156 


79. 


6 


37 


2 


AAR38825 



Aaw22573 Amy 1 in ag 
Aaw74603 Amino aci 
Abr42 815 Mouse amy 
Aec75136 Human amy 
Adn03284 Exemplary 
Adr42119 Amylin re 
Aar29215 Ile(17)Ar 
Aar38819 Ilel7, Ar 
Aay22452 Ilel7, Ar 
Aaw90157 Human amy 
Aabl8592 Amino aci 
Abb05507 Human amy 
Adi36191 Human amy 
Ado5103 5 Human amy 
Adv92854 Amylin pe 
Aebl7953 Human amy 
Aeb98271 Human amy 
Aec75176 Human amy 
Aar29222 Thr(13)Ar 
Aar32565 Human amy 
Aar32564 Human amy 
Aar38826 Thrl3,Arg 
Aar47267 Specific 
Aar944 55 Human amy 
Aar94456 Human amy 
Aaw74 600 Amino aci 
Aay22459 Thrl3,Arg 
Aaw90164 Amylin ag 
Aabl8599 Amino aci 
Aab91142 Pancreati 
Aab91155 Pancreati 
Abb05514 Amylin ag 
Adi3 6198 Human amy 
Ado51042 Human amy 
Adsl6259 Cat islet 
Adv92830 Amylin pe 
Adv92861 Amylin pe 
Aebl7929 Human amy 
Aebl7960 Human amy 
Aeb98278 Human amy 
Aec75183 Human amy 
Aau31117 Novel hum 
Adf50858 Wild type 
Adv99114 Human isl 
Aar37025 (5,6 amin 
Aaw74 601 Amino aci 
Aabl8603 Amino aci 
Adv92 831 Amylin pe 
Aebl793 0 Human amy 
Aeb98255 Human amy 
Aaw22571 Amylin ag 
Aay01705 Peptide s 
Adv92 858 Amylin pe 
Aebl7957 Human amy 
Aar47265 Human amy 
Aar2 9221 Thr(13)Ar 
Aar38825 Thrl3 , Ar 



407 


156 


79 


. 6 


37 


2 


AAY22458 


Aay224 58 


Thrl3 , Ar 


408 


156 


79 


. 6 


37 


2 


AAW90163 


Aaw90163 


Human amy 


409 


156 


79 


. 6 


37 


3 


AAB18598 


Aabl8598 


Amino aci 


410 


156 


79 


. 6 


37 


3 


AAB18604 


Aabl8604 


Amino aci 


411 


156 


79 


. 6 


37 


5 


ABB05513 


Abb05513 


Human amy 


412 


156 


79 


. 6 


37 


8 


ADI36197 


Adi36197 


Human amy 


413 


156 


79 


. 6 


37 


8 


ADO51041 


Ado51041 


Human amy 


414 


156 


79 


. 6 


37 


9 


ADV92860 


Adv92860 


Amy 1 in pe 


415 


156 


79 


. 6 


37 


9 


AEB17959 


Aebl7959 


Human amy 


416 


156 


79 


. 6 


37 


9 


AEB98277 


Aeb98277 


Human amy 


417 


156 


79 


. 6 


37 


9 


AEC75182 


Aec75182 


Human amy 


418 


155 


79 


. 1 


37 


2 


AAW74599 


Aaw7 4599 


Amino aci 


419 


155 


79 


. 1 


37 


9 


AEB98252 


Aeb98252 


Human amy 


420 


154 . 5 


78 


. 8 


38 


9 


AEB98273 


Aeb98273 


Human amy 


421 


153 


78 


. l 


36 


2 


AAR29219 


Aar29219 


Des - Lvs ( 1 


422 


153 


78 


. l 


36 


2 


AAR38823 


Aar3 8 823 


(Des-Lysl 


423 


153 


78 


. 1 


36 


2 


AAY224 56 


Aay22456 


Des- Lysl , 


424 


153 


78 


. i 


36 


2 


AAW90161 


Aaw90161 


Amylin ag 


425 


153 


78 


. i 


36 


3 


AAB18596 


Aabl8596 


Amino aci 


426 


153 


78 


. 1 


36 


5 


ABB05511 


Abb05511 


Human amy 


427 


153 


78 


. l 


36 


8 


ADI36195 


Adi36195 


Human amy 


428 


153 


78 


. 1 


36 


8 


ADOS 10 3 9 


Ado5103 9 


Human amy 


429 


153 


78 


. 1 


36 


9 


AEB98275 


Aeb98275 


Human amy 


430 


153 


78 


. l 


36 


9 


AEC75180 


Aec75180 


Human amy 


431 


153 


78 


. 1 


37 


2 


AAR29218 


Aar29218 


Thr (13 ) Hi 


432 


153 


78 


. i 


37 


2 


AAR29214 


Aar29214 


lie (17) Ar 


433 


153 


78 


. i 


37 


2 


AAR38818 


Aar38818 


Ilel7 Ar 


434 


153 


78 


. 1 


37 


2 


AAR38822 


Aar38822 


Thrl3, Hi 


435 


153 


78 


, 1 


37 


2 


AAY22451 


Aay22451 


I1C17, Ar 


436 


153 


78 


. 1 


37 


2 


AAY2 24 5 5 


Aav224 55 


Thrl3 Hi 


437 


153 


78 


. 1 


37 


2 


AAW90160 


Aaw90160 


Human amy 


438 


153 


78 


. 1 


37 


2 


AAW90156 

**** W f w J* w V 


Aaw90156 


Human amy 


439 


153 


78 


. i 


37 


3 


AAB18591 


Aabl8591 


Amino aci 


440 


153 


78 


. l 


37 


3 


AAB18595 


Aabl8595 


Amino aci 


441 


153 


78 


. l 


37 


5 


ABB05506 


Abb05506 


Human amy 


442 


153 


78 


. l 


37 


5 


ABB05510 


Abb05510 


Human amy 


443 


153 


78 


. l 


37 


8 


ADI36190 


Adi36190 


Human amy 


444 


153 


78 


. i 


37 


8 


ADI36194 


Adi36194 


Human amy 


445 


153 


78 


. 1 


37 


8 


ADO51034 


Ado51034 


Human amy 


446 


153 


78 


. i 


37 


8 


ADO51038 


Ado51038 


Human amy 


447 


153 


78 


. i 


37 


9 


ADV92853 


Adv92853 


Amylin pe 


448 


153 


78 


. 1 


37 


9 


ADV92857 


Adv92857 


Amylin pe 


449 


153 


78 


. 1 


37 


9 


AEB17956 


Aebl7956 


Human amy 


450 


153 


78 


. i 


37 


9 


AEB17952 


Aebl7952 


Human amy 


451 


153 


78 


, 1 


37 


9 


AEB98270 


Aeb98270 


Human amy 


452 


153 


78 


m i 


37 


9 


AEB98274 


Aeb98274 


Human amv 


453 


153 


78 


. i 


37 


9 


AEC75175 


Aec75175 


Human amy 


454 


153 


78 


. 1 


37 


9 


AEC75179 


Aec75179 


Human amv 


455 


152 


77 


. 6 


37 


2 


AAW74 605 


Aaw74605 


Amino aci 


4 S6 


1 R2 

J. -J ^ 


77 




37 
j / 


2 


AAW74 606 


Aaw746 0 6 


Am i no aci 


4 


1 R2 


77 


. o 


47 


D 


AR"R4 2 ft 1 fi 


Ahr 4 2 ft 1 ft 


1 1 uiuidi x cxi u y 


458 


152 


77 


.6 


47 


6 


ABR42816 


Abr42816 


Human amy 


459 


152 


77 


.6 


57 


6 


ABR42820 


Abr42820 


Human amy 


460 


152 


77 


.6 


84 


6 


ABR42817 


Abr42817 


Human amy 


461 


152 


77 


.6 


84 


6 


ABR42819 


Abr42819 


Human amy 


462 


152 


77 


.6 


94 


6 


ABR42821 


Abr42821 


Human amy 


463 


151 


77 


.0 


37 


2 


AAR29217 


Aar29217 


Thr (13) Hi 



464 


151 


77 . 


0 


37 


2 


AAR38821 


Aar38821 


Thrl3, Hi 


465 


151 


77 . 


0 


37 


2 


AAY22454 


Aay22454 


Thrl3, Hi 


466 


151 


77 . 


0 


37 


2 


AAW90159 


Aaw90159 


Human amy 


467 


151 


77. 


0 


37 


3 


AAB18594 


Aabl8594 


Amino aci 


468 


151 


77 . 


0 


37 


5 


ABB05509 


Abb05509 


Human amy 


469 


151 


77 . 


0 


37 


8 


ADI36193 


Adi36193 


Human amy 


470 


151 


77 . 


0 


37 


8 


ADO51037 


Ado51037 


Human amy 


471 


151 


77 . 


0 


37 


9 


ADV92 856 


Adv92856 


Amylin pe 


472 


151 


77 . 


0 


37 


9 


AEB17955 


Aebl7955 


Human amy 


473 


150 


76 . 


5 


37 


9 


AEB98256 


Aeb98256 


Human amy 


474 


147 


75 . 


0 


37 


2 


AAR37781 


Aar37781 


2 , 7-cyclo 


475 


147 


75 . 


0 


37 


9 


ADV92862 


Adv92862 


Amylin pe 


476 


147 


75 . 


0 


37 


9 


AEB17961 


Aebl7961 


Human amy 


477 


147 


75 . 


o 


37 


9 


AEC75184 


Aec75184 


Human amy 


478 


145.5 


74 . 


2 


38 


9 


AEC75178 


Aec75178 


Human amy 


479 


145 


74 . 


0 


37 


2 


AAR29220 


Aar29220 


Thr (13) Ar 


480 


145 


74 . 


0 


37 


2 


AAR38824 


Aar38824 


Thrl3, Ar 


481 


145 


74 . 


0 


37 


2 


AAY22457 


Aay22457 


Thr 13, Ar 


482 


145 


74 . 


0 


37 


2 


AAW90162 


Aaw90162 


Human amy 


483 


145 


74 . 


o 


37 


3 


AAB18597 


Aabl8597 


Amino aci 


484 


145 


74 . 


o 


37 


5 


ABB05512 


Abb05512 


Human amy 


485 


145 


74 . 


0 


37 


8 


ADI36196 


Adi36196 


Human amy 


486 


145 


74 . 


o 


37 


8 


ADO51040 


Ado5104 0 


Human amy 


487 


145 


74 . 


0 


37 


9 


ADV92 859 


Adv92859 


Amylin pe 


488 


145 


74 . 


o 


37 


9 


AEB17958 


Aebl7958 


Human amy 


489 


145 


74 . 


o 


37 


9 


AEB98276 


Aeb98276 


Human amy 


490 


145 


74 . 


0 


37 


9 


AEC75181 


Aec75181 


Human amy 


491 


143 


73 . 


o 


37 


9 


ADV92834 


Adv92834 


Amylin pe 


492 


143 


73 . 


0 


37 


9 


AEB17933 


Aebl7933 


Human amy 


493 


141 


71. 


9 


30 


2 


AAR37008 


Aar37008 


8-37 pept 


494 


141 


71. 


9 


30 


4 


AAB91150 


Aab91150 


Pancreati 


495 


141 


71. 


9 


30 


4 


AAB91161 


Aab91161 


Pancreati 


496 


141 


71. 


9 


30 


4 


AAB91137 


Aab91137 


Pancreati 


497 


141 


71. 


9 


30 


4 


AAB91148 


Aab91148 


Pancreati 


498 


141 


71. 


9 


30 


6 


ABR61896 


Abr61896 


Rat amyli 


499 


141 


71. 


9 


30 


7 


ADE51620 


Ade51620 


Amylin pe 


500 


141 


71. 


9 


31 


4 


AAE09823 


Aae09823 


Rat amyli 



ALIGNMENTS 



RESULT 1 
ADV92868 

ID ADV92 868 standard; peptide; 36 AA. 
XX 

AC ADV92 868; 
XX 

DT 24-MAR-2005 (first entry) 
XX 

DE Amylin peptide amino acid sequence - SEQ ID 288. 
XX 

KW delivery mechanism; viral infections; virucide; bacterial infection; 

KW antibacterial; amylin. 

XX 

OS Unidentified. 
XX 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 



July 17, 2006, 20:11:15 ; Search time 24.1627 Seconds 

(without alignments) 
130.412 Million cell updates/sec 

US-10-649-138A-40 
196 

1 CNTATCATQRLANFLVHSSNNFGPVLPPSNVGSNTY 3 6 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 650591 seqs, 87530628 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



650591 



Post-processing: 



Minimum Match 0% 

Maximum Match 100% 

Listing first 500 summaries 



Database 



Issued_ 
/EMC 
/EMC 
/EMC 
/EMC 
/EMC 
/EMC 
/EMC 



Patent s_AA: * 
Celerra_SIDS3 
Celerra_SIDS3 
Celerra_SIDS3 
Celerra_SIDS3 
Celerra_SIDS3 
Celerra_SIDS3 
Celerra SIDS3 



/ptodata/2/iaa/5_COMB . pep : * 
/ptodata/2/iaa/6_COMB .pep: * 
/ptodata/2/iaa/7_COMB . pep : * 
/ptodat a/2 / iaa/H_COMB . pep : * 
/ptodat a/ 2 / iaa/ PCTUS_COMB . pep : 
/ptodata/ 2 / iaa/RE__COMB . pep : * 
/ptodata/2/iaa/backf ilesl .pep : 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 



Result 
No. 


Score 


Query 

Match Length DB 


ID 








Description 


1 


196 


100.0 


36 


1 


US- 


08- 


892 


-549-40 


Sequence 


40, Appl 


2 


196 


100.0 


36 


2 


US- 


09- 


454 


-533-40 


Sequence 


40, Appl 


3 


195 


99.5 


36 


1 


US- 


08- 


892 


-549-15 


Sequence 


15, Appl 


4 


195 


99.5 


36 


2 


US- 


09- 


454 


-533-15 


Sequence 


15, Appl 


5 


193 


98.5 


37 


1 


US- 


08- 


477 


-727A-84 


Sequence 


84, Appl 


6 


193 


98.5 


37 


1 


US- 


08- 


471 


-675A-8 


Sequence 


8, Appli 


7 


193 


98.5 


37 


1 


US- 


08- 


892 


-549-12 


Sequence 


12, Appl 


8 


193 


98.5 


37 


2 


US- 


08- 


302 


-069A-7 


Sequence 


7, Appli 


9 


193 


98.5 


37 


2 


US- 


09- 


576 


-062A-7 


Sequence 


7, Appli 


10 


193 


98.5 


37 


2 


US- 


09- 


454 


-533-12 


Sequence 


12, Appl 



11 


192 


98 


.0 


36 


1 


US- 


08 


-477- 


727A-88 


Sequence 


88, 


Appl 


12 


192 


98 


. 0 


36 


1 


us- 


08 


-471- 


675A-11 


Sequence 


11, 


Appl 


13 


192 


98 


. 0 


36 


2 


us- 


08 


-302- 


069A-10 


Sequence 


10, 


Appl 


14 


192 


98 


.0 


36 


2 


us- 


09 


-576- 


062A-10 


Sequence 


10, 


Appl 


15 


192 


98 


.0 


37 


1 


us- 


08 


-477- 


727A-4 


Sequence 


4, 


Appli 


16 


192 


98 


. 0 


37 


1 


us- 


08 


-477- 


727A-29 


Sequence 


29, 


Appl 


17 


192 


98 


. 0 


37 


1 


us- 


08 


-477- 


727A-81 


Sequence 


81, 


Appl 


18 


192 


98 


.0 


37 


1 


us- 


08 


-477- 


727A-87 


Sequence 


87, 


Appl 


19 


192 


98 


.0 


37 


1 


us- 


08 


-471- 


675A-2 


Sequence 


2, 


Appli 


20 


192 


98 


. 0 


37 


1 


us- 


08 


-892- 


549-9 


Sequence 


9, 


Appli 


21 


192 


98 


.0 


37 


2 


us- 


08 


-302- 


069A-1 


Sequence 


1, 


Appli 


22 


192 


98 


.0 


37 


2 


us- 


09 


-576- 


062A-1 


Sequence 


1, 


Appli 


23 


192 


98 


.0 


37 


2 


us- 


09 


-454- 


533-9 


Sequence 


9, 


Appli 


24 


191 


97 


.4 


37 


1 


us- 


08 


-477- 


727A-97 


Sequence 


97, 


Appl 


25 


191 


97 


.4 


37 


1 


us- 


08 


-471- 


675A-19 


Sequence 


19, 


Appl 


26 


191 


97 


.4 


37 


2 


us- 


08 


-302- 


069A-18 


Sequence 


18, 


Appl 


27 


191 


97 


.4 


37 


2 


us- 


09 


-576- 


062A-18 


Sequence 


18, 


Appl 


28 


189 


96 


.4 


37 


1 


us- 


08 


-477- 


727A-5 


Sequence 


5, 


Appli 


29 


189 


96 


.4 


37 


1 


us- 


08 


-477- 


727A-30 


Sequence 


30, 


Appl 


30 


189 


96 


.4 


37 


2 


us- 


10 


-850- 


055-34 


Sequence 


34, 


Appl 


31 


187 


95 


.4 


36 


1 


us- 


08 


-892- 


549-14 


Sequence 


14, 


Appl 


32 


187 


95 


.4 


36 


2 


us- 


09 


-454- 


533-14 


Sequence 


14, 


Appl 


33 


187 


95 


. 4 


37 


1 


us- 


08 


-477- 


727A-90 


Sequence 


90, 


Appl 


34 


187 


95 


. 4 


37 


1 


us- 


08 


-471- 


675A-12 


Sequence 


12, 


Appl 


35 


187 


95 


. 4 


37 


1 


us- 


08 


-892- 


549-16 


Sequence 


16, 


Appl 


36 


187 


95 


. 4 


37 


2 


us- 


08 


-302- 


069A-11 


Sequence 


11, 


Appl 


37 


187 


95 


.4 


37 


2 


us- 


09 


-576- 


062A-11 


Sequence 


11, 


Appl 


38 


187 


95 


. 4 


37 


2 


us- 


09 


-454- 


533-16 


Sequence 


16, 


Appl 


39 


186 


94 


. 9 


37 


1 


us- 


08 


-477- 


727A-77 


Sequence 


77, 


Appl 


40 


185 


94 


. 4 


36 


1 


us- 


08 


-477- 


727A-98 


Sequence 


98, 


Appl 


41 


185 


94 


.4 


36 


1 


us- 


08 


-471- 


675A-20 


Sequence 


20, 


Appl 


42 


185 


94 


. 4 


36 


1 


us- 


08 


-892- 


549-24 


Sequence 


24, 


Appl 


43 


185 


94 


.4 


36 


2 


us- 


08 


-302- 


069A-19 


Sequence 


19, 


Appl 


44 


185 


94 


.4 


36 


2 


us- 


09 


-576- 


062A-19 


Sequence 


19, 


Appl 


45 


185 


94 


.4 


36 


2 


us- 


09 


-454- 


533-24 


Sequence 


24, 


Appl 


46 


185 


94 


.4 


37 


1 


us- 


08 


-477- 


727A-89 


Sequence 


89, 


Appl 


47 


185 


94 


.4 


37 


1 


us- 


08 


-477- 


727A-96 


Sequence 


96, 


A PPl 


48 


185 


94 


.4 


37 


1 


us- 


08 


-471- 


675A-18 


Sequence 


18, 


Appl 


49 


185 


94 


.4 


37 


1 


us- 


08 


-892- 


549-22 


Sequence 


22, 


Appl 


50 


185 


94 


.4 


37 


2 


us- 


08 


-302- 


069A-17 


Sequence 


17, 


Appl 


51 


185 


94 


.4 


37 


2 


us- 


09 


-576- 


062A-17 


Sequence 


17, 


Appl 


52 


185 


94 


.4 


37 


2 


us- 


09 


-454- 


533-22 


Sequence 


22, 


Appl 


53 


184 


93 


. 9 


36 


1 


us- 


08 


-477- 


727A-86 


Sequence 


86, 


Appl 


54 


184 


93 


. 9 


36 


1 


us- 


08 


-892- 


549-39 


Sequence 


39, 


Appl 


55 


184 


93 


. 9 


36 


2 


us- 


08 


-302- 


069A-9 


Sequence 


9, 


Appli 


56 


184 


93 


. 9 


36 


2 


us- 


09 


-576- 


062A-9 


Sequence 


9, 


Appli 


57 


184 


93 


. 9 


36 


2 


us- 


09 


-454- 


533-39 


Sequence 


39, 


Appl 


58 


184 


93 


. 9 


37 


1 


us- 


08 


-471- 


675A-9 


Sequence 


9, 


Appli 


59 


184 


93 


. 9 


37 


1 


us- 


08 


-892- 


549-13 


Sequence 


13, 


Appl 


60 


184 


93 


. 9 


37 


1 


us- 


08 


-892- 


549-38 


Sequence 


38, 


Appl 


61 


184 


93 


. 9 


37 


2 


us- 


08 


-302- 


069A-8 


Sequence 


8, 


Appli 


62 


184 


93 


.9 


37 


2 


us- 


09 


-576- 


062A-8 


Sequence 


8, 


Appli 


63 


184 


93 


. 9 


37 


2 


us- 


09 


-454- 


533-13 


Sequence 


13, 


Appl 


64 


184 


93 


. 9 


37 


2 


us- 


09 


-454- 


533-38 


Sequence 


38, 


Appl 


65 


183 


93 


. 4 


37 


1 


us- 


08 


-477- 


727A-17 


Sequence 
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US- 


09- 


813 


-345C-6 


Sequence 


6, Appli 


415 


81 


41 


.3 


37 


2 


us- 


09- 


813 


-345C-10 


Sequence 


10, Appl 


416 


81 


41 


.3 


37 


2 


us- 


09- 


813 


-345C-11 


Sequence 


11, Appl 


417 


81 


41 


.3 


37 


2 


us- 


09- 


623 


-548A-224 


Sequence 


224, App 


418 


81 


41 


. 3 


37 


2 


us- 


09- 


623 


-548A-228 


Sequence 


228, App 


419 


81 


41 


.3 


37 


2 


us- 


09- 


623 


-548A-237 


Sequence 


237, App 


420 


81 


41 


.3 


37 


2 


us- 


09- 


623 


-548A-238 


Sequence 


238, App 


421 


81 


41 


.3 


37 


2 


us- 


09- 


623 


-548A-253 


Sequence 


253, App 


422 


81 


41 


.3 


37 


2 


us- 


09- 


657 


-276-224 


Sequence 


224, App 


423 


81 


41 


.3 


37 


2 


us- 


09- 


657 


-276-228 


Sequence 


22 8, App 


424 


81 


41 


.3 


37 


2 


us- 


09- 


657 


-276-237 


Sequence 


237, App 


425 


81 


41 


. 3 


37 


2 


us- 


09- 


657 


-276-238 


Sequence 


23 8, App 


426 


81 


41 


.3 


37 


2 


us- 


09- 


657 


-276-253 


Sequence 


253, App 


427 


81 


41 


. 3 


38 


1 


us- 


07- 


776 


-272-21 


Sequence 


21, Appl 


428 


81 


41 


.3 


38 


1 


us- 


07- 


776 


-272-22 


Sequence 


22, Appl 


429 


81 


41 


. 3 


38 


2 


us- 


09- 


623 


-548A-251 


Sequence 


251, App 


430 


81 


41 


.3 


38 


2 


us- 


09- 


657 


-276-251 


Sequence 


251, App 


431 


80 


40 


.8 


16 


1 


us- 


07- 


794 


-288D-19 


Sequence 


19, Appl 


432 


80 


40 


.8 


37 


1 


us- 


07- 


794 


-288D-3 


Sequence 


3, Appli 


433 


80 


40 


. 8 


37 


1 


us- 


08- 


233 


-389C-8 


Sequence 


8, Appli 


434 


80 


40 


. 8 


37 


1 


us- 


08- 


801 


-863-8 


Sequence 


8, Appli 


435 


80 


40 


. 8 


37 


1 


us- 


08- 


486 


-596A-8 


Sequence 


8, Appli 


436 


80 


40 


. 8 


37 


1 


us- 


09- 


004 


-713-8 


Sequence 


8, Appli 


437 


80 


40 


. 8 


37 


1 


us- 


08- 


619 


-841-1 


Sequence 


1, Appli 


438 


80 


40 


. 8 


37 


1 


us- 


08- 


446 


-92 9A-1 


Sequence 


1, Appli 


439 


80 


40 


. 8 


37 


2 


us- 


09- 


070 


-504-4 


Sequence 


4, Appli 


440 


80 


40 


. 8 


37 


2 


us- 


09- 


813 


-345C-4 


Sequence 


4, Appli 


441 


80 


40 


. 8 


37 


2 


us- 


09- 


623 


-548A-230 


Sequence 


230, App 


442 


80 


40 


. 8 


37 


2 


us- 


09- 


623 


-548A-246 


Sequence 


246, App 


443 


80 


40 


.8 


37 


2 


us- 


09- 


657 


-276-230 


Sequence 


230, App 


444 


80 


40 


. 8 


37 


2 


us- 


09- 


657 


-276-246 


Sequence 


246, App 


445 


80 


40 


. 8 


37 


2 


us- 


10- 


850 


-055-9 


Sequence 


9, Appli 


446 


80 


40 


. 8 


38 


1 


us- 


07- 


776 


-272-19 


Sequence 


19, Appl 


447 


80 


40 


. 8 


38 


1 


us- 


08- 


460 


-890A-44 


Sequence 


44, Appl 


448 


80 


40 


. 8 


38 


2 


us- 


08- 


167 


-641C-44 


Sequence 


44, Appl 


449 


80 


40 


. 8 


38 


2 


us- 


08- 


460 


-971A-44 


Sequence 


44, Appl 


450 


80 


40 


. 8 


38 


2 


us- 


08- 


462 


-040-44 


Sequence 


44, Appl 


451 


80 


40 


.8 


38 


2 


us- 


09- 


623 


-548A-248 


Sequence 


248, App 


452 


80 


40 


.8 


38 


2 


us- 


09- 


657 


-276-248 


Sequence 


24 8, App 


453 


78 


39 


.8 


21 


2 


us- 


09- 


138 


-056-28 


Sequence 


28, Appl 


454 


78 


39 


.8 


22 


2 


us- 


09- 


138 


-056-18 


Sequence 


18, Appl 


455 


77 


39 


. 3 


21 


2 


us- 


09- 


138 


-056-30 


Sequence 


30, Appl 


456 


77 


39 


. 3 


21 


2 


us- 


09- 


138 


-056-32 


Sequence 


32, Appl 


457 


77 


39 


. 3 


22 


2 


us- 


09- 


138 


-056-20 


Sequence 


20, Appl 


458 


77 


39 


. 3 


22 


2 


us- 


09- 


138 


-056-22 


Sequence 


22, Appl 


459 


77 


39 


. 3 


37 


2 


us- 


09- 


070 


-504-9 


Sequence 


9, Appli 


460 


77 


39 


.3 


37 


2 


us- 


09- 


813 


-345C-9 


Sequence 


9, Appli 


461 


75.5 


38 


. 5 


25 


1 


us- 


08- 


096 


-172A-34 


Sequence 


34, Appl 


462 


75.5 


38 


.5 


25 


5 


PCT-US94- 


08380-34 


Sequence 


34, Appl 


463 


75 


38 


.3 


19 


1 


us- 


08- 


446 


-692-68 


Sequence 


68, Appl 


464 


75 


38 


.3 


19 


1 


us- 


08- 


488 


-351A-68 


Sequence 


68, Appl 


465 


75 


38 


. 3 


20 


1 


us- 


07- 


794 


-288D-92 


Sequence 


92, Appl 


466 


75 


38 


.3 


22 


2 


us- 


09- 


138 


-056-1 


Sequence 


1, Appli 



467 


74 


37 


. 8 


14 


1 


US-07-794-288D-21 


Sequence 


21, Appl 


468 


74 


37 


. 8 


15 


1 


US-07-794-288D-20 


Sequence 


20, Appl 


469 


74 


37 


.8 


37 


7 


5424221-4 


Patent No 


5424221 


470 


73 


37 


.2 


17 


1 


US-07-794-288D-213 


Sequence 


213, App 


471 


72.5 


37 


. 0 


25 


1 


US-08-096-172A-25 


Sequence 


25, Appl 


472 


72.5 


37 


. 0 


25 


5 


PCT-US94- 08380-25 


Sequence 


25, Appl 


473 


71.5 


36 


.5 


24 


1 


US-08-096-172A-16 


Sequence 


16, Appl 


474 


71. 5 


36 


.5 


24 


5 


PCT-US94-08380-16 


Sequence 


16, Appl 


475 


71.5 


36 


.5 


25 


1 


US-08-096-172A-35 


Sequence 


35, Appl 


476 


71. 5 


36 


. 5 


25 


5 


PCT-US 94 -08380-35 


Sequence 


35, Appl 


477 


71 


36 


.2 


18 


2 


US-09-138-056-3 


Sequence 


3, Appli 


478 


70.5 


36 


.0 


19 


1 


US-07-794-288D-226 


Sequence 


226, App 


479 


70 


35 


.7 


21 


2 


US-09-138-056-27 


Sequence 


27, Appl 


480 


70 


35 


.7 


22 


2 


US-09-138-056-17 


Sequence 


17, Appl 


481 


70 


35 


.7 


37 


1 


US-08-259-762-2 


Sequence 


2, Appli 


482 


70 


35 


.7 


37 


2 


US-10-850-055-12 


Sequence 


12, Appl 


483 


69 


35 


.2 


21 


2 


US-09-138-056-29 


Sequence 


2 9 , Appl 


484 


69 


35 


.2 


21 


2 


US-09-138-056-31 


Sequence 


31, Appl 


485 


69 


35 


.2 


22 


2 


US-09-138-056-19 


Sequence 


19, Appl 


486 


69 


35 


.2 


22 


2 


US-09-138-056-21 


Sequence 


21, Appl 


487 


68 .5 


34 


. 9 


24 


1 


US-08-096-172A-7 


Sequence 


7, Appli 


488 


68 .5 


34 


. 9 


24 


5 


PCT-US94-08380-7 


Sequence 


7, Appli 


489 


68 .5 


34 


. 9 


25 


1 


US-08-096-172A-26 


Sequence 


26, Appl 


490 


68 .5 


34 


. 9 


25 


1 


US-08-096-172A-36 


Sequence 


36, Appl 


491 


68 .5 


34 


. 9 


25 


5 


PCT-US94 -08380-26 


Sequence 


26, Appl 


492 


68 .5 


34 


. 9 


25 


5 


PCT-US94-08380-36 


Sequence 


36, Appl 


493 


68 


34 


. 7 


13 


1 


US-07-794-288D-22 


Sequence 


22, Appl 


494 


67 .5 


34 


.4 


24 


1 


US-08-096-172A-17 


Sequence 


17, Appl 


495 


67.5 


34 


.4 


24 


5 


PCT-US94-08380-17 


Sequence 


17, Appl 


496 


67 


34 


.2 


17 


2 


US-09-138-056-7 


Sequence 


7 , Appli 


497 


66.5 


33 


. 9 


25 


1 


US-08-096-172A-28 


Sequence 


28, Appl 


498 


66.5 


33 


.9 


25 


1 


US-08-096-172A-31 


Sequence 


31, Appl 


499 


66.5 


33 


. 9 


25 


1 


US-08-096-172A-37 


Sequence 


37, Appl 


500 


66.5 


33 


.9 


25 


5 


PCT-US94-08380-40 


Sequence 


40, Appl 



ALIGNMENTS 



RESULT 1 

US-08-892-549-40 

; Sequence 40, Application US/08892549 

; Patent No. 5998367 

; GENERAL INFORMATION: 

APPLICANT: GAETA, Laura S.L. Et Al . 

TITLE OF INVENTION: NOVEL AMYLIN AGONIST PEPTIDES AND 
TITLE OF INVENTION: USES THEREFOR 
NUMBER OF SEQUENCES: 41 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: LYON Sc LYON 

STREET: 633 WEST FIFTH STREET 

CITY: LOS ANGELES 

STATE : C AL I FORN I A 

COUNTRY : USA 

ZIP: 90017 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



Searched: 



July 17, 2006, 20:55:30 ; Search time 79.322 Seconds 

(without alignments) 
210.228 Million cell updates/sec 

US-10-649-138A-40 
196 

1 CNTATCATQRLANFLVHSSNNFGPVLPPSNVGSNTY 36 
BL0SUM62 

Gapop 10.0 , Gapext 0.5 



2097797 



2097797 seqs, 463214858 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 500 summaries 

Database : Published__Applications_AA_Main: * 

1: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep: * 

2: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep: * 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep: * 

6: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 



Result 
No. 


Score 


Query 

Match Length DB 


ID 








Description 


1 


196 


100.0 


36 


3 


US- 


09- 


454- 


533-40 


Sequence 


40, Appl 


2 


196 


100.0 


36 


4 


US- 


10- 


649- 


138-40 


Sequence 


40, Appl 


3 


196 


100.0 


36 


5 


us- 


10- 


991- 


597-45 


Sequence 


45, Appl 


4 


195 


99.5 


36 


3 


us- 


09- 


454- 


533-15 


Sequence 


15, Appl 


5 


195 


99.5 


36 


4 


us- 


10- 


649- 


138-15 


Sequence 


15, Appl 


6 


195 


99.5 


36 


5 


us- 


10- 


991- 


597-20 


Sequence 


20, Appl 


7 


193 


98.5 


37 


2 


us- 


08- 


851- 


965-6 


Sequence 


6, Appli 


8 


193 


98.5 


37 


2 


us- 


08- 


870- 


762A-5 


Sequence 


5, Appli 


9 


193 


98.5 


37 


3 


us- 


09- 


454- 


533-12 


Sequence 


12, Appl 


10 


193 


98.5 


37 


4 


us- 


10- 


649- 


138-12 


Sequence 


12, Appl 


11 


193 


98.5 


37 


4 


us- 


10- 


643- 


681-7 


Sequence 


7, Appli 



12 


193 


98 


. 5 


37 


5 


US-10-991-597-17 


Sequence 


17, 


Appl 


13 


192 


98 


. 0 


36 


2 


US-08-851-965-9 


Sequence 


9, 


Appli 

ETC 


14 


192 


98 


. 0 


36 


2 


US-08-870-762A-15 


Sequence 


15, 


Appl 


15 


192 


98 


. 0 


36 


4 


US-10-643-681-10 


Sequence 


10, 


Appl 


16 


192 


98 


. 0 


37 


2 


US-08-851-965-1 


Sequence 


1, 


Appli 


17 


192 


98 


. 0 


37 


2 


US- 08-870-762A-1 


Sequence 


1, 


Appli 


18 


192 


98 


. 0 


37 


3 


US-09-454-533-9 


Sequence 


9, 


Appli 


19 


192 


98 


. 0 


37 


4 


US-10-649-138-9 


Sequence 


9, 


Appli 


20 


192 


98 


. 0 


37 


4 


US-10-643-681-1 


Sequence 


1, 


Appli 


21 


192 


98 


. 0 


37 


5 


US-10-991-597-14 


Sequence 


14, 


Appl 


22 


192 


98 


. 0 


37 


5 


US -10- 991-597-47 


Sequence 


47, 


Appl 


23 


192 


98 


. 0 


37 


5 


US- 10-775-204-2200 


Sequence 


2200, Ap 


24 


191 


97 


. 4 


37 


2 


US-08-851-965-17 


Sequence 


17, 


Appl 


25 


191 


97 


. 4 


37 


4 


US-10-643-681-18 


Sequence 


18, 


Appl 


26 


189 


96 


. 4 


37 


5 


US-10-850-055-34 


Sequence 


34, 


Appl 


27 


189 


96 


. 4 


37 


5 


US-10-993-667-34 


Sequence 


34, 


Appl 


28 


189 


96 


. 4 


37 


6 


US-11-288-495-34 


Sequence 


34, 


Appl 


29 


187 


95 


. 4 


36 


3 


US-09-454-533-14 


Sequence 


14, 


Appl 


30 


187 


95 


. 4 


36 


4 


US-10-649-138-14 


Sequence 


14, 


Appl 


31 


187 


95 


. 4 


36 


5 


US-10-991-597-19 


Sequence 


19, 


Appl 


32 


187 


95 


. 4 


37 


2 


US -08-851- 965-10 


Sequence 


10, 


Appl 


33 


187 


95 


. 4 


37 


3 


US -09-4 54 -53 3-16 


Sequence 


16, 


Appl 


34 


187 


95 


.4 


37 


4 


US-10-649-138-16 


Sequence 


16, 


Appl 


35 


187 


95 


. 4 


37 


4 


US-10-643-681-11 


Sequence 


11, 


Appl 


36 


187 


95 


. 4 


37 


5 


US -10-991-5 97 -21 


Sequence 


21, 


Appl 


37 


185 


94 


. 4 


36 


2 


US-08-851-965-18 


Sequence 


18, 


Appl 


38 


185 


94 


. 4 


36 


3 


US-09-454-533-24 


Sequence 


24, 


Appl 


39 


185 


94 


.4 


36 


4 


US- 10 -64 9- 13 8-24 


Sequence 


24, 


Appl 


40 


185 


94 


. 4 


36 


4 


US-10-643-681-19 


Sequence 


19, 


Appl 


41 


185 


94 


. 4 


36 


5 


US -10-775- 18 0-847 


Sequence 


847, App 


42 


185 


94 


. 4 


36 


5 


US -10-991-597-29 


Sequence 


29, 


Appl 


43 


185 


94 


. 4 


37 


2 


US-08-851-965-16 


Sequence 


16, 


Appl 


44 


185 


94 


. 4 


37 


3 


US -09-4 54 -533-22 


Sequence 


22, 


Appl 


45 


185 


94 


. 4 


37 


4 


US- 10 -64 9- 13 8 -22 


Sequence 


22, 


Appl 


46 


185 


94 


. 4 


37 


4 


US -10- 64 3-681- 17 


Sequence 


17, 


Appl 


47 


185 


94 


. 4 


37 


5 


US -10 -991-5 97 -27 


Sequence 


27, 


Appl 


48 


184 


93 


. 9 


36 


2 


US-08-851-965-8 


Sequence 


8, 


Appli 


49 


184 


93 


. 9 


36 


2 


US-08-851-965-35 


Sequence 


35, 


Appl 


50 


184 


93 


. 9 


36 


2 


US-08-87 0-762A-12 


Sequence 


12, 


Appl 


51 


184 


93 


. 9 


36 


2 


US-08-870-762A-14 


Sequence 


14, 


Appl 


52 


184 


93 


. 9 


36 


3 


US-09-454-533-39 


Sequence 


39, 


Appl 


53 


184 


93 


. 9 


36 


4 


US-10-649-138-39 


Sequence 


39, 


Appl 


54 


184 


93 


. 9 


36 


4 


US-10-643-681-9 


Sequence 


9, 


Appli 


55 


184 


93 


. 9 


36 


5 


US-10-991-597-44 


Sequence 


44, 


Appl 


56 


184 


93 


. 9 


37 


2 


US -08-851-965-7 


Sequence 


7, 


Appli 


57 


184 


93 


. 9 


37 


2 


US-08-851- 965-34 


Sequence 


34, 


Appl 


58 


184 


93 


. 9 


37 


2 


US -08-870-76 2 A- 2 


Sequence 


2, 


Appli 


59 


184 


93 


. 9 


37 


2 


US-08-8 70-762A-11 


Sequence 


11, 


Appl 


60 


184 


93 


. 9 


37 


3 


US-09-454-533-13 


Sequence 


13, 


Appl 


61 


184 


93 


. 9 


37 


3 


US -09-454-533-38 


Sequence 


38, 


Appl 


62 


184 


93 


. 9 


37 


4 


US-10-649-138-13 


Sequence 


13, 


Appl 


63 


184 


93 


.9 


37 


4 


US-10-649-138-38 


Sequence 


38, 


Appl 


64 


184 


93 


. 9 


37 


4 


US-10-643-681-8 


Sequence 


8, 


Appli 


65 


184 


93 


. 9 


37 


5 


US-10-991-597-18 


Sequence 


18, 


Appl 


66 


184 


93 


. 9 


37 


5 


US-10-991-597-43 


Sequence 


43, 


Appl 


67 


181 


92 


.3 


37 


3 


US-09-454-533-23 


Sequence 


23, 


Appl 


68 


181 


92 


.3 


37 


4 


US-10-649-138-23 


Sequence 


23, 


Appl 



69 


181 


92. 


3 


37 


5 


US- 


10- 


991- 


597-28 


Sequence 


28, Appl 


70 


179 


91. 


3 


36 


2 


US- 


08- 


851- 


965-12 


Sequence 


12 , Appl 


71 


179 


91. 


3 


36 


3 


US- 


09- 


454- 


533-11 


Sequence 


11 , Appl 


72 


179 


91. 


3 


36 


3 


US- 


09- 


454- 


533-18 


Sequence 


18, Appl 


73 


179 


91. 


3 


36 


4 


us- 


10- 


649- 


138-11 


Sequence 


11, Appl 


74 


179 


91. 


3 


36 


4 


US- 


10- 


649- 


138-18 


Sequence 


18, Appl 


75 


179 


91. 


3 


36 


4 


US- 


10- 


643- 


681-13 


Sequence 


13, Appl 


76 


179 


91. 


3 


36 


5 


US- 


10- 


991- 


597-16 


Sequence 


16, Appl 


77 


179 


91. 


3 


36 


5 


US- 


10- 


991- 


597-23 


Sequence 


23, Appl 


78 


179 


91. 


3 


37 


2 


US- 


08- 


851- 


965-11 


Sequence 


11, Appl 


79 


179 


91. 


3 


37 


3 


US- 


09- 


813- 


345-17 


Sequence 


17, Appl 


80 


179 


91. 


3 


37 


3 


US- 


09- 


454- 


533-4 


Sequence 


4, Appli 


81 


179 


91. 


3 


37 


3 


US- 


09- 


454- 


533-17 


Sequence 


17, Appl 


82 


179 


91. 


3 


37 


4 


us- 


10- 
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46080, A 


432 


52 


26. 


5 


320 


4 


us- 


10- 


424 


-599-243213 


Sequence 


243213, 


433 


52 


26, 


, 5 


456 


4 


us- 


10- 


437 


-963-195550 


Sequence 


195550, 


434 


52 


26, 


, 5 


798 


4 


us- 


10- 


437 


-963-106857 


Sequence 


106857, 


435 


51 . 5 


26 , 


, 3 


107 


4 


us~ 


10- 


437 


-963-146326 


Sequence 


146326, 


436 


51.5 


26, 


. 3 


270 


4 


us- 


10- 


425 


-115-206360 


Sequence 


206360, 


437 


51.5 


26 . 


,3 


382 


4 


us- 


10- 


437 


-963-185346 


Sequence 


185346, 


438 


51 


26 . 


, 0 


10 


5 


us- 


10- 


901 


-243-65 


Sequence 


65, Appl 


439 


51 


26 . 


. 0 


10 


5 


us- 


10- 


901 


-243-69 


Sequence 


69, Appl 


440 


51 


26 . 


. 0 


10 


6 


us- 


11- 


033 


-105A-24 


Sequence 


24, Appl 


441 


51 


26 . 


. 0 


50 


3 


us- 


09- 


864 


-761-36584 


Sequence 


36584, A 


442 


51 


26 , 


. 0 


125 


4 


us- 


10- 


425 


-115-195030 


Sequence 


195030, 


443 


51 


26. 


. 0 


170 


3 


us- 


09- 


986 


-480-282 


Sequence 


2 82, App 


444 


51 


26 , 


. 0 


170 


5 


us- 


10- 


863 


-332-282 


Sequence 


2 82, App 


445 


51 


26 , 


. 0 


198 


3 


us- 


09- 


986 


-480-433 


Sequence 


433, App 


446 


51 


26 . 


, 0 


198 


5 


us- 


10- 


863 


-332-433 


Sequence 


433, App 


447 


51 


26 , 


. 0 


211 


4 


us- 


10- 


437 


-963-114494 


Sequence 


114494, 


448 


51 


26, 


, 0 


297 


4 


us- 


10- 


425 


-114-44766 


Sequence 


44766, A 


449 


51 


26. 


, 0 


403 


4 


us- 


10- 


437 


-963-178792 


Sequence 


178792, 


450 


51 


26 . 


, 0 


408 


4 


us- 


10- 


424 


-599-193579 


Sequence 


193579, 


451 


51 


26 . 


. 0 


408 


4 


us- 


10- 


425 


-114-52523 


Sequence 


52523, A 


452 


51 


26 . 


.0 


408 


4 


us- 


10- 


425 


-114-73092 


Sequence 


73092, A 


453 


51 


26 , 


.0 


512 


6 


us- 


11- 


096 


-568A-2532 


Sequence 


2532, Ap 


454 


51 


26 . 


. 0 


690 


6 


us- 


11- 


097 


-143-36693 


Sequence 


36693, A 


455 


50 . 5 


25 , 


. 8 


123 


4 


us- 


10- 


425 


-114-58381 


Sequence 


58381, A 


456 


50 . 5 


25 . 


. 8 


166 


4 


us- 


10- 


767 


-701-43671 


Sequence 


43671, A 


457 


50 . 5 


25 . 


, 8 


386 


4 


us- 


10- 


437 


-963-204708 


Sequence 


204708, 


458 


50 


25 . 


, 5 


10 


5 


us- 


10- 


901 


-243-64 


Sequence 


64, Appl 


459 


50 


25 . 


. 5 


10 


5 


us- 


10- 


901 


-243-70 


Sequence 


70, Appl 


460 


50 


25 . 


, 5 


10 


5 


us- 


10- 


901 


-243-72 


Sequence 


72, Appl 


461 


50 


25 . 


. 5 


54 


4 


us- 


10- 


424 


-599-145553 


Sequence 


145553, 


462 


50 


25. 


.5 


106 


4 


us- 


10- 


424 


-599-241021 


Sequence 


241021, 


463 


50 


25. 


.5 


121 


4 


us- 


10- 


425 


-114-59728 


Sequence 


59728, A 


464 


50 


25, 


.5 


211 


4 


us- 


10- 


767 


-701-55874 


Sequence 


55874, A 


465 


50 


25. 


.5 


312 


3 


us- 


09- 


886 


-055-439 


Sequence 


439, App 


466 


50 


25, 


.5 


312 


3 


us- 


09- 


804 


-291-439 


Sequence 


439, App 


467 


50 


25. 


.5 


312 


3 


us- 


09- 


912 


-976-59 


Sequence 


59, Appl 



468 


50 


25 


.5 


312 


5 


US- 


10- 


819-316-439 


Sequence 


469 


50 


25 


.5 


395 


4 


US- 


10- 


425-115-355051 


Sequence 


470 


50 


25 


. 5 


444 


3 


us- 


09- 


964-899-47 


Sequence 


471 


50 


25 


. 5 


444 


4 


us- 


10- 


425-115-355052 


Sequence 


472 


50 


25 


. 5 


444 


5 


us- 


10- 


975-523-47 


Sequence 


473 


50 


25 


. 5 


468 


4 


us- 


10- 


209-967-9 


Sequence 


474 


50 


25 


.5 


482 


4 


us- 


10- 


346-356-2 


Sequence 


475 


50 


25 


.5 


482 


4 


us- 


10- 


058-270A-130 


Sequence 


476 


50 


25 


.5 


482 


4 


us- 


10- 


648-593-164 


Sequence 


477 


50 


25 


. 5 


482 


5 


us- 


10- 


723-860-662 


Sequence 


478 


50 


25 


.5 


482 


5 


us- 


10- 


029-345A-112 


Sequence 


479 


50 


25 


.5 


482 


5 


us- 


10- 


756-149-4890 


Sequence 


480 


50 


25 


.5 


482 


5 


us- 


10- 


493-057-6 


Sequence 


481 


50 


25 


.5 


482 


6 


us- 


11- 


186-448-2 


Sequence 


482 


50 


25 


.5 


482 


6 


us- 


11- 


143-984A-112 


Sequence 


483 


50 


25 


. 5 


482 


6 


us- 


11- 


072-175-164 


Sequence 


484 


50 


25 


. 5 


483 


4 


us- 


10- 


142-231-62 


Sequence 


485 


50 


25 


. 5 


483 


4 


US- 


10- 


356-153-62 


Sequence 


486 


50 


25 


. 5 


483 


5 


us- 


10- 


884-115-62 


Sequence 


487 


50 


25 


. 5 


543 


6 


us- 


11- 


188-298-10198 


Sequence 


488 


50 


25 


. 5 


661 


4 


us- 


10- 


205-219-27 


Sequence 


489 


50 


25 


. 5 


685 


4 


us- 


10- 


425-114-55777 


Sequence 


490 


50 


25 


. 5 


920 


4 


us- 


10- 


104-047-2574 


Sequence 


491 


50 


25 


. 5 


920 


6 


us- 


11- 


072-512-2574 


Sequence 


492 


50 


25 


. 5 


932 


5 


us- 


10- 


732-923-14989 


Sequence 


493 


50 


25 


. 5 


1131 


4 


us- 


10- 


425-115-355048 


Sequence 


494 


50 


25 


. 5 


1786 


6 


us- 


11- 


188-298-4785 


Sequence 


495 


49.5 


25 


.3 


467 


3 


us- 


09- 


888-615-63 


Sequence 


496 


49.5 


25 


.3 


467 


4 


us- 


10- 


168-425-3 


Sequence 


497 


49.5 


25 


.3 


467 


4 


us- 


10- 


169-395-125 


Sequence 


498 


49.5 


25 


.3 


467 


6 


us- 


11- 


037-243-63 


Sequence 


499 


49.5 


25 


.3 


886 


4 


us- 


10- 


369-493-2312 


Sequence 


500 


49 


25 


.0 


10 


5 


us- 


10- 


901-243-71 


Sequence 



43 9, App 
355051, 
47, Appl 
355052, 
47, Appl 
9, Appli 
2, Appli 
130, App 
164, App 
662, App 
112, App 
4890, Ap 
6, Appli 

2, Appli 
112, App 
164, App 
62, Appl 
62, Appl 

62, Appl 
10198, A 
27, Appl 
55777, A 
2574, Ap 
2574, Ap; 
14989, A 
355048, \ 
4785, Ap 

63, Appl 

3, Appli 
125, App 
63, Appl 
2312, Ap 
71, Appl- 



ALIGNMENTS 



RESULT 1 

US-09-454-533-40 

; Sequence 40, Application US/09454533 
; Publication No. US20020187923A1 
GENERAL INFORMATION: 

APPLICANT: GAETA, Laura S.L. Et Al . 

TITLE OF INVENTION: NOVEL AMYLIN AGONIST PEPTIDES AND 

USES THEREFOR 
NUMBER OF SEQUENCES: 41 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: LYON & LYON 

STREET: 633 WEST FIFTH STREET 

CITY: LOS ANGELES 

STATE: CALIFORNIA 

COUNTRY: USA 

ZIP: 90017 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: July 17, 2006, 20:57:03 



Search time 10.9831 Seconds 
(without alignments) 
187.516 Million cell updates/sec 



Title: US-10-649-138A-40 

Perfect score: 196 

Sequence: 1 CNTATCATQRLANFLVHSSNNFGPVLPPSNVGSNTY 3 6 
Scoring table: 



BLOSUM62 
Gapop 10.0 , Gapext 0.5 



Searched: 



204771 seqs, 57208143 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



204771 



Post-processing: 



Database 



Minimum Match 0% 

Maximum Match 100% 

Listing first 500 summaries 

Pub lis he d_App 1 i c a t i on s_AA_Ne w : 

1 : /EMC_Celerra_SIDS3 /ptodata/ 

2 : /EMC_Celerra_SIDS3 /ptodata/ 

3 : /EMC_Celerra_SIDS3 /ptodata/ 

4 : /EMC_Celerra_SIDS3 /ptodata/ 

5 : /EMC_Celerra_SIDS3 /ptodata/ 

6 : /EMC_Celerra_SIDS3 /ptodata/ 

7 : /EMC_Celerra_SIDS3 /ptodata/ 

8 : /EMC_Celerra_SIDS3 /ptodata/ 



l/pubpaa/US09_NEW_PUB . pep : * 
l/pubpaa/US06_NEW_PUB . pep : * 
l/pubpaa/US07_NEW_PUB . pep : * 
l/pubpaa/US08_NEW_PUB . pep : * 
1 /pubpaa / PCT_NEW_PUB . pep : * 
l/pubpaa/US10_NEW_PUB . pep : * 
l/pubpaa/USll_NEW_PUB .pep : * 
l/pubpaa/US60_NEW_PUB .pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 



Result 
No. 



Score 



Query 

Match Length DB 



ID 



Description 



1 


193 


98 


5 


37 


7 


US- 


11- 


055- 


093-69 


Sequence 


69, 


Appl 


2 


193 


98 


5 


37 


7 


us- 


11- 


055- 


093-75 


Sequence 


75, 


Appl 


3 


192 


98 


0 


36 


7 


us- 


11- 


055- 


093-74 


Sequence 


74, 


Appl 


4 


192 


98 


0 


37 


7 


us- 


11- 


055- 


093-67 


Sequence 


67, 


Appl 


5 


192 


98 


0 


37 


7 


us- 


11- 


244- 


135A-7 


Sequence 


7, 


Appli 


6 


191 


97 


4 


37 


7 


us- 


11- 


055- 


093-92 


Sequence 


92, 


Appl 


7 


187 


95 


4 


37 


7 


us- 


11- 


055- 


093-85 


Sequence 


85, 


Appl 


8 


185 


94 


4 


36 


7 


us- 


11- 


055- 


093-93 


Sequence 


93, 


Appl 


9 


185 


94 


4 


37 


7 


us- 


11- 


055- 


093-91 


Sequence 


91, 


Appl 



10 


184 


93 


, 9 


36 


7 


US- 11- 055 


11 


184 


93 


. 9 


36 


7 


US-11-055 

w W JL J» \J *J >J 


12 


184 


93 


. 9 


37 


7 


US -11-055 


13 


184 


93 


. 9 


37 


7 


US -11-055 


14 


179 


91 


. 3 


36 


7 


US -11-055 


15 


179 


91 


. 3 


37 


7 


US -11-055 


16 


179 


91 


. 3 


37 


7 


US -11-055 


17 


178 


90 


. 8 


37 


7 


US -11-055 


18 


178 


90 


. 8 


37 


7 


US -11-055 


19 


176 


89 


. 8 


36 


7 


US-11- 055 


20 


176 


89 


. 8 


37 


7 


US -11-055 


21 


176 


89 


. 8 


37 


7 


US -11-055 


22 


176 


89 


. 8 


37 


7 


US -11-055 

W haJ 1 JL JL V «^ «^ 


23 


171 


87 


. 2 


37 


7 


US -11-055 


24 


170 


86 


, 7 


37 


7 


US - 1 1 - 0 5 5 


25 


168 


85 


, 7 


36 


7 


US -11-055 


26 


168 


85 


. 7 


36 


7 


US - 1 1 - 0 5 5 


27 


168 


85 


. 7 


37 


7 


US -11-055 


28 


168 


85 


. 7 


37 


7 


US -11-055 


29 


168 


85 


m 7 


37 


7 


US - 11 - 0 5 5 


30 


162 


82 


. 7 


37 


7 


US -11-055 

w LV JL JL V/ w* 


31 


161 


82 


. i 


36 


7 


US -11-055 


32 


161 


82 


. 1 


37 


7 


US- 11- 055 


33 


159 


81 


. l 


37 


7 


US -11-055 


34 


156 


79 


. 6 


35 


7 


US -11-055 


35 


156 


79 


. 6 


37 


7 


US -11-055 


36 


155 


79 


. 1 


37 


7 


US -11-055 


37 


153 


78 


. 1 


36 


7 


US -11-055 


38 


153 


78 


. 1 


37 


7 


US- 11-055 

w LJ 1 Jl. Ji- \J *J 


39 


151 


77 


. 0 


37 


7 


US- 11 -0 55 


40 


150 


76 


. 5 


37 


7 


US- 11-055 


41 


145 


74 


. 0 


37 


7 


US -11-055 

wU JL JL \J -J *J 


42 


145 


74 


. 0 


37 


7 


US - 1 1 - 0 5 5 


43 


104 . 5 


53 


. 3 


43 


7 


US- 11- 055 


44 


104 . 5 


53 


. 3 


43 


7 


US - 1 1 - 0 5 5 

WW JL JL V J J 


45 


101 


51 


. 5 


20 


7 


US -11-055 


46 


93 


47 


. 4 


18 


7 


US -11-055 


47 


93 


47 


, 4 


36 


7 


US -11-055 


48 


87 


44 


. 4 


37 


7 


US -11-055 


49 


87 


44 


. 4 


37 


7 


US -11-055 


50 


85 


43 


. 4 


17 


7 


US -11-055 


51 


85 


43 


. 4 


36 


7 


US -11-055 


52 


83 


42 


. 3 


37 


7 


US -11-055 


53 


83 


42 


m 3 


3 7 


7 


US - 1 1 - 0 5 5 

W kj J. J. V —/ «J 


54 


ft? 


41 


Q 
* o 


"3 7 


7 


U^- 11-0 55 

\J LP JL JL V -J — J 


-j 


82 


41 


Q 
. o 


37 


7 


US - 1 1 - 0 5 5 


56 


82 


41 


. 8 


37 


7 


US - 1 1 - 0 5 5 

>— ) JL JL V ~J — ' 


57 


82 


41 


. 8 


37 


7 


US - 1 1 - 0 5 5 

Uw JL JL V «rf J 


58 


81 


41 


. 3 


16 


7 


US - 1 1 - 0 5 5 

W W J> J» \J mJ 


59 


ft 1 

O X 


*x X 




7 


7 


U^?- 11-055 

U O XX VJ _> -J 


o u 


Q 1 

O X 


A 1 
*t ± 




j / 


•7 


TTQ - 1 1 - n 5 5 


61 


80 


40 


.8 


37 


7 


US-11-055 


62 


77 


39 


. 3 


15 


7 


US-11-055 


63 


71.5 


36 


.5 


59 


7 


US-11-055 


64 


67.5 


34 


.4 


56 


7 


US-11-055 


65 


67.5 


34 


. 4 


56 


7 


US-11-055 


66 


67.5 


34 


.4 


56 


7 


US-11-055 



093 


-73 


Sequence 


73, Appl 


093 


-84 


Sequence 


84, Appl 


093 


-72 


Sequence 


72, Appl 


093 


-83 


Sequence 


83, Appl 


093 


-87 


Sequence 


87, Appl 


093 


-44 


Sequence 


44, Appl 


093 


-86 


Sequence 


86, Appl 


093 


-89 


Sequence 


89, Appl 


093 


-96 


Sequence 


96 , Appl 


093 


-71 


Sequence 


71, Appl 


093 


-70 


Sequence 


70, Appl 


093 


-82 


Sequence 


82 , Appl 


093 


-189 


Sequence 


189, App 


093 


-88 


Sequence 


8 8 , Appl 


093 


-90 


Sequence 


90, Appl 


093 


-68 


Sequence 


68, Appl 


093 


-77 


Sequence 


77, Appl 


093 


-45 


Sequence 


45, Appl 


093 


-78 


Sequence 


78, Appl 


093 


-81 


Sequence 


81, Appl 


093 


-95 


Sequence 


95, Appl 


093 


-210 


Sequence 


210, App 


093 


-102 


Sequence 


102, App 


093 


-79 


Sequence 


79, Appl 


093 


-211 


Sequence 


211, App 


093 


-101 


Sequence 


101, App 


093 


-76 


Sequence 


76, Appl 


093 


-99 


Sequence 


99, Appl 


093 


-94 


Sequence 


94 , Appl 


093 


-97 


Sequence 


97, Appl 


093 


-80 


Sequence 


80, Appl 


093 


-98 


Sequence 


98, Appl 


093 


-100 


Sequence 


100, App 


093 


-37 


Sequence 


3 7 , Appl 


093 


-203 


Sequence 


2 03, App 


093 


-212 


Sequence 


212, App 


093 


-213 


Sequence 


213, App 


093 


-191 


Sequence 


191, App 


093 


-112 


Sequence 


112, App 


093 


-118 


Sequence 


118, App 


093 


-214 


Sequence 


214, App 


093 


-38 


Sequence 


38, Appl 


093 


-111 


Sequence 


111, App 


093 


-115 


Sequence 


115, App 


093 


-50 


Sequence 


50, Appl 


093 


-114 


Sequence 


114, App 


093 


-116 


Sequence 


116, App 


093 


-119 


Sequence 


119, App 


093 


-215 


Sequence 


215, App 


093 


-113 


Sequence 


113, App 


093 


-117 


Sequence 


117, App 


093 


-49 


Sequence 


49, Appl 


093 


-216 


Sequence 


216, App 


093 


-25 


Sequence 


25, Appl 


093 


-28 


Sequence 


28, Appl 


093 


-30 


Sequence 


30, Appl 


093 


-32 


Sequence 


32, Appl 



67 


67 . 5 


34 


. 4 


56 


7 


US- 


11- 


055- 


093-36 


Sequence 


36, Appl 


68 


67 . 5 


34 


. 4 


57 


7 


us- 


11- 


055- 


093-34 


Sequence 


34, Appl 


69 


60 


30 


. 6 


34 


7 


us- 


11- 


055- 


093-132 


Sequence 


132, App 


70 


59 


30 


. 1 


34 


7 


US- 


11- 


055- 


093-131 


Sequence 


131, App 


71 


59 


30 


. 1 


66 


7 


us- 


11- 


055- 


093-27 


Sequence 


27, Appl 


72 


59 


30 


. 1 


66 


7 


US- 


11- 


055- 


093-29 


Sequence 


29, Appl 


73 


59 


30 


. 1 


66 


7 


us- 


11- 


055- 


093-31 


Sequence 


31, Appl 


74 


59 


30 


. 1 


66 


7 


US- 


11- 


055- 


093-35 


Sequence 


35, Appl 


75 


59 


30 


. 1 


67 


7 


US- 


11- 


055- 


093-33 


Sequence 


33 , Appl 


76 


59 


30 


. 1 


202 


6 


us- 


10- 


953- 


349-22971 


Sequence 


22971, A 


77 


59 


30 


. 1 


202 


7 


us- 


11- 


056- 


355B-59560 


Sequence 


59560, A 


78 


53 


27 


. 0 


801 


7 


us- 


11- 


056- 


355B-90893 


Sequence 


90893, A 


79 


53 


27 


. 0 


801 


7 


us- 


11- 


056- 


355B-94649 


Sequence 


94649, A 


80 


53 


27 


. 0 


905 


7 


us- 


11- 


056- 


355B-90892 


Sequence 


90892, A 


81 


53 


27 


. 0 


905 


7 


us- 


11- 


056- 


355B-94648 


Sequence 


94648, A 


82 


53 


27 


. 0 


917 


7 


us- 


11- 


056- 


355B-90891 


Sequence 


90891, A 


83 


53 


27 


. 0 


917 


7 


us- 


11- 


056- 


355B-94647 


Sequence 


94647, A 


84 


52 


26 


. 5 


590 


6 


us- 


10- 


449- 


902-47442 


Sequence 


47442, A 


85 


51 


26 


. 0 


276 


7 


us- 


11- 


056- 


355B-36321 


Sequence 


36321, A 


86 


51 


26 


. 0 


276 


7 


US- 


11- 


056- 


355B-103150 


Sequence 


103150, 


87 


51 


26 


. 0 


276 
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9 


214 


6 


us- 


10- 


449- 


902-33299 


Sequence 


33299, A 


417 


41 


20 . 


9 


222 


7 


us- 


11- 


056- 


355B-83579 


Sequence 


83579, A 


418 


41 


20 . 


9 


241 


7 


us- 


11- 


056- 


355B-98918 


Sequence 


98918, A 


419 


41 


20 . 


9 


241 


7 


us- 


11- 


056- 


355B-110157 


Sequence 


110157, 


420 


41 


20 . 


9 


256 


7 


us- 


11- 


056- 


355B-97422 


Sequence 


97422, A 


421 


41 


20 . 


9 


263 


6 


us- 


10- 


953- 


349-21387 


Sequence 


21387, A 


422 


41 


20 . 


9 


270 


6 


us- 


10- 


953- 


349-21386 


Sequence 


21386, A 


423 


41 


20 . 


9 


274 


6 


us- 


10- 


953- 


349-21385 


Sequence 


21385, A 


424 


41 


20 . 


9 


280 


6 


us- 


10- 


449- 


902-43356 


Sequence 


43356, A 


425 


41 


20 . 


9 


282 


6 


us- 


10- 


953- 


349-25166 


Sequence 


25166, A 


426 


41 


20 . 


9 


282 


7 


us- 


11- 


056- 


355B-57755 


Sequence 


57755, A 


427 


41 


20. 


9 


283 


7 


us- 


11- 


293- 


697-3144 


Sequence 


3144, Ap 


428 


41 


20 . 


9 


286 


6 


us- 


10- 


953- 


349-274 


Sequence 


274, App 


429 


41 


20. 


9 


286 


7 


us- 


11- 


056- 


355B-28641 


Sequence 


28641, A 


430 


41 


20 . 


9 


286 


7 


us- 


11- 


056- 


355B-32231 


Sequence 


32231, A 


431 


41 


20 . 


9 


286 


7 


us- 


11- 


056- 


355B-99058 


Sequence 


99058, A 


432 


41 


20. 


9 


286 


7 


us- 


11- 


056- 


355B-110297 


Sequence 


110297, 


433 


41 


20 . 


9 


289 


6 


us- 


10- 


953- 


349-273 


Sequence 


273, App 


434 


41 


20 . 


9 


289 


7 


us- 


11- 


056- 


355B-28640 


Sequence 


28640, A 


435 


41 


20 . 


9 


289 


7 


us- 


11- 


056- 


355B-32230 


Sequence 


32230, A 


436 


41 


20 . 


9 


289 


7 


us- 


11- 


056- 


355B-99057 


Sequence 


99057, A 


437 


41 


20 . 


9 


289 


7 


us- 


11- 


056- 


355B-110296 


Sequence 


110296, 


438 


41 


20 . 


9 


300 


6 


us- 


10- 


953- 


349-272 


Sequence 


272, App 


439 


41 


20 . 


9 


300 


7 


us- 


11- 


056- 


355B-28639 


Sequence 


28639, A 


440 


41 


20 . 


9 


300 


7 


us- 


11- 


056- 


355B-32229 


Sequence 


32229, A 


441 


41 


20 . 


9 


300 


7 


us- 


11- 


056- 


355B-99056 


Sequence 


99056, A 


442 


41 


20 . 


9 


300 


7 


us- 


11- 


056- 


355B-110295 


Sequence 


110295, 


443 


41 


20 . 


9 


301 


7 


us- 


11- 


056- 


355B-26359 


Sequence 


26359, A 


444 


41 


20 . 


9 


301 


7 


us- 


11- 


056- 


355B-99153 


Sequence 


99153, A 


445 


41 


20 . 


9 


301 


7 


us- 


11- 


056- 


355B-110392 


Sequence 


110392 , 


446 


41 


20 . 


9 


302 


6 


us- 


10- 


953- 


349-24809 


Sequence 


24809, A 


447 


41 


20 . 


9 


312 


7 


us- 


11- 


056- 


355B-46239 


Sequence 


46239, A 


448 


41 


20 . 


9 


316 


6 


us- 


10- 


953- 


349-13426 


Sequence 


13426, A 


449 


41 


20 . 


9 


317 


6 


us- 


10- 


449- 


902-54709 


Sequence 


54709, A 


450 


41 


20 . 


9 


321 


6 


us- 


10- 


449- 


902-49359 


Sequence 


49359, A 


451 


41 


20 . 


9 


326 


6 


us- 


10- 


449- 


902-51349 


Sequence 


51349, A 


452 


41 


20 . 


9 


329 


6 


us- 


10- 


953- 


349-13425 


Sequence 


13425, A 


453 


41 


20 . 


9 


332 


7 


us- 


11- 


056- 


355B-26358 


Sequence 


26358, A 


454 


41 


20 . 


9 


332 


7 


us- 


11- 


056- 


355B-99152 


Sequence 


99152, A 


455 


41 


20 . 


9 


332 


7 


US- 


11- 


056- 


355B-110391 


Secmence 


110391, 


456 


41 


20 . 


9 


333 




US- 


10- 


953- 


349-13424 


Seauence 


13424, A 


457 


41 


20 . 


9 


335 


6 


us - 


10- 


511- 


937-2469 


Sequence 


24 69, Ap 


458 


41 


20 . 


9 


335 




us - 


10- 


449- 


902-39816 


Seauence 


39816 A 


459 


41 


20 . 


9 


336 


7 


us- 


11- 


056- 


355B-26357 


Sequence 


26357, A 


460 


41 


20. 


9 


336 


7 


us- 


11- 


056- 


355B-99151 


Sequence 


99151, A 


461 


41 


20. 


9 


336 


7 


us- 


11- 


056- 


355B-110390 


Sequence 


110390, 


462 


41 


20. 


9 


361 


6 


us- 


10- 


449- 


902-53192 


Sequence 


53192, A 


463 


41 


20. 


9 


368 


6 


us- 


10- 


953- 


349-5470 


Sequence 


5470, Ap 


464 


41 


20. 


9 


368 


7 


us- 


11- 


056- 


355B-25366 


Sequence 


25366, A 


465 


41 


20. 


9 


368 


7 


us- 


11- 


056- 


355B-89110 


Sequence 


89110, A 



466 


41 


20 


. 9 


368 


7 


US- 


11- 


056- 


355B-92866 


Sequence 


92866, 


A 


467 


41 


20 


. 9 


371 


7 


US- 


11- 


056- 


355B-51482 


Sequence 


51482, 


A 


468 


41 


20 


. 9 


374 


7 


us- 


11- 


056- 


355B-51481 


Sequence 


51481, 


A 


469 


41 


20 


. 9 


377 


6 


us- 


10- 


953- 


349-5469 


Sequence 


5469, 


Ap 


470 


41 


20 


. 9 


377 


6 


us- 


10- 


953- 


349-24407 


Sequence 


24407 , 


A 


471 


41 


20 


. 9 


377 


7 


us- 


11- 


056- 


355B-25365 


Sequence 


25365 , 


A 


472 


41 


20 


. 9 


377 


7 


us- 


11- 


056- 


355B-59262 


Sequence 


59262 , 


A 


473 


41 


20 


.9 


377 


7 


us- 


11- 


056- 


355B-89109 


Sequence 


89109, 


A 


474 


41 


20 


. 9 


377 


7 


us- 


11- 


056- 


355B-92865 


Sequence 


92865, 


A 


475 


41 


20 


. 9 


384 


6 


us- 


10- 


953- 


349-5468 


Sequence 


5468, 


Ap 


476 


41 


20 


.9 


384 


7 


us- 


11- 


056- 


355B-25364 


Sequence 


25364, 


A 


477 


41 


20 


.9 


384 


7 


us- 


11- 


056- 


355B-89108 


Sequence 


89108, 


A 


478 


41 


20 


. 9 


384 


7 


us- 


11- 


056- 


355B-92864 


Sequence 


92864 , 


A 


479 


41 


20 


. 9 


391 


6 


us- 


10- 


449- 


902-53719 


Sequence 


53719, 


A 


480 


41 


20 


.9 


396 


7 


us- 


11- 


056- 


355B-51480 


Sequence 


51480, 


A 


481 


41 


20 


. 9 


399 


6 


us- 


10- 


953- 


349-24406 


Sequence 


24406, 


A 


482 


41 


20 


. 9 


399 


7 


us- 


11- 


056- 


355B-59261 


Sequence 


59261, 


A 


483 


41 


20 


. 9 


411 


6 


us- 


10- 


953- 


349-33758 


Sequence 


33758 , 


A 


484 


41 


20 


. 9 


411 


7 


us- 


11- 


056- 


355B-7403 


Sequence 


7403 , 


Ap 


485 


41 


20 


. 9 


411 


7 


us- 


11- 


056- 


355B-19209 


Sequence 


19209, 


A 


486 


41 


20 


. 9 


412 


6 


us- 


10- 


953- 


349-33757 


Sequence 


33757, 


A 


487 


41 


20 


. 9 


412 


7 


us- 


11- 


056- 


355B-7402 


Sequence 


7402, 


Ap 


488 


41 


20 


. 9 


412 


7 


us- 


11- 


056- 


355B-19208 


Sequence 


19208, 


A 


489 


41 


20 


. 9 


424 


6 


us- 


10- 


953- 


349-24405 


Sequence 


24405, 


A 


490 


41 


20 


. 9 


424 


7 


us- 


11- 


056- 


355B-59260 


Sequence 


59260, 


A 


491 


41 


20 


. 9 


444 


7 


us- 


11- 


056- 


355B-46238 


Sequence 


46238, 


A 


492 


41 


20 


. 9 


446 


6 


us- 


10- 


953- 


349-5903 


Sequence 


5903 , 


Ap 

It 


493 


41 


20 


. 9 


448 


7 


us- 


11- 


293- 


697-2481 


Sequence 


2481, 


Ap 


494 


41 


20 


.9 


463 


7 


us- 


11- 


056- 


355B-36951 


Sequence 


36951, 


A 


495 


41 


20 


. 9 


493 


7 


us- 


11- 


056- 


355B-36950 


Sequence 


36950, 


A 


496 


41 


20 


.9 


495 


6 


us- 


10- 


953- 


349-7418 


Sequence 


7418, 


Ap 


497 


41 


20 


. 9 


551 


6 


us- 


10- 


449- 


902-36375 


Sequence 


36375, 


A 


498 


41 


20 


. 9 


567 


6 


us- 


10- 


449- 


902-50477 


Sequence 


50477, 


A 


499 


41 


20 


. 9 


567 


6 


us- 


10- 


449- 


902-56093 


Sequence 


56093, 


A 


500 


41 


20 


. 9 


570 


6 


us- 


10- 


449- 


902-36779 


Sequence 


36779, 


A 
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RESULT 1 

US-11-055-093-69 

Sequence 69, Application US/11055093 
Publication No. US20060094652A1 
GENERAL INFORMATION: 
APPLICANT: LEVY, ODILE ESTHER 
APPLICANT: HANLEY, MICHAEL R. 
APPLICANT: JODKA, CAROLYN M . 
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APPLICANT: MACK, CHRISTINE M. 

TITLE OF INVENTION: HYBRID POLYPEPTIDES WITH SELECTABLE PROPERTIES 



FILE REFERENCE: 1852 8.74 0 
CURRENT APPLICATION NUMBER: 



US/11/055, 093 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 



July 17, 2006, 19:54:03 ; Search time 14.8881 Seconds 

(without alignments) 
232.655 Million cell updates/sec 

US-10-649-138A-40 
196 

1 CNTATCATQRLANFLVHSSNNFGPVLPPSNVGSNTY 36 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 283416 seqs, 96216763 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 500 summaries 



283416 



Database 



PIR_80:* 
pirl : * 
pir2 : * 
pir3 : * 
pir4 : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 



Result 
No. 


Score 


Query 

Match Length DB 


ID 


Description 


1 


179 


91 


3 


93 


1 


C33542 


islet amyloid poly 


2 


179 


91 


3 


93 


1 


TCRTIA 


islet amyloid poly 


3 


176 


89 


8 


37 


2 


S05037 


insulinoma amyloid 


4 


176 


89 


8 


92 


2 


S13116 


islet amyloid prot 


5 


168 


85 


7 


89 


1 


TCHUIA 


islet amyloid poly 


6 


161 


82 


1 


89 


2 


A33542 


islet amyloid poly 


7 


159 


81 


1 


89 


2 


S22344 


islet amyloid poly 


8 


152 


77 


6 


91 


2 


A36118 


islet amyloid poly 


9 


143 


73 


0 


92 


2 


D33542 


islet amyloid poly 


10 


143 


73 


0 


135 


2 


A56855 


islet amyloid poly 


11 


95 


48 


5 


23 


2 


146933 


islet amyloid poly 


12 


92 


46 


9 


125 


1 


TCCHRP 


calcitonin gene-re 


13 


91.5 


46 


7 


23 


2 


146934 


islet amyloid poly 



14 


89 


45 . 


.4 


29 


2 


A61509 


islet amyloid poly 


15 


82 


41 . 


. 8 


72 


2 


137232 


calcitonin gene-re 


16 


82 


41. 


,8 


127 


2 


A25864 


calcitonin gene-re 


17 


81 


41. 


.3 


37 


2 


JH0709 


calcitonin gene-re 


18 


81 


41 . 


. 3 


128 


1 


TCRTR 


calcitonin gene-re 


19 


80 


40 , 


. 8 


128 


1 


TCHUR 


calcitonin gene-re 


20 


80 


40. 


, 8 


128 


2 


B44173 


calcitonin gene- re 


21 


80 


40. 


.8 


134 


2 


A44173 


calcitonin gene-re 


22 


58.5 


29. 


.8 


166 


2 


T33970 


hypothetical prote 


23 


58.5 


29. 


.8 


559 


2 


T22179 


hypothetical prote 


24 


56 


28. 


.6 


1051 


2 


S55259 


TIF1 protein - mou 


25 


53 


27 . 


. 0 


917 


2 


E96807 


nitrate reductase 


26 


53 


27. 


.0 


917 


2 


S35228 


nitrate reductase 


27 


52 .5 


26. 


. 8 


14 0 


2 


JU0041 


hypothetical 14 . 5K 


28 


52 . 5 


26. 


. 8 


424 


2 


H84806 


hypothetical prote 


29 


52.5 


26 . 


. 8 


1143 


2 


B84431 


probable receptor 


30 


52 


26, 


.5 


219 


2 


JQ1778 


SalF3L protein pre 


31 


51.5 


26. 


. 3 


388 


2 


S57526 


cellulase - Fibrob 


32 


51.5 


26. 


. 3 


430 


2 


T05980 


hypothetical prote 


33 


51 


26. 


,0 


294 


2 


T08408 


transcription fact 


34 


51 


26. 


, 0 


324 


2 


F84913 


probable FCA-relat 


35 


51 


26. 


.0 


517 


2 


T43358 


hnf -3/f orkhead tra 


36 


50 .5 


25. 


.8 


1208 


2 


T27822 


hypothetical prote 


37 


50 


25. 


. 5 


110 


2 


A55991 


effector cell prot 


38 


50 


25 , 


. 5 


337 


2 


A53041 


effector cell prot 


39 


50 


25 . 


. 5 


359 


2 


S17905 


hypothetical prote 


40 


50 


25. 


. 5 


499 


2 


S46660 


wetA protein - Pen 


41 


50 


25 . 


. 5 


555 


1 


RGASWA 


regulatory protein 


42 


49 . 5 


25 . 


. 3 


405 


2 


S66525 


prostanoid recepto 


43 


49.5 


25. 


. 3 


844 


2 


T38730 


probable helicase 


44 


49 


25, 


. 0 


149 


2 


T49200 


hypothetical prote 


45 


49 


25. 


. 0 


243 


2 


B89977 


hypothetical prote 


46 


49 


25. 


. 0 


636 


2 


D82679 


hypothetical prote 


47 


49 


25, 


. 0 


727 


2 


C84534 


hypothetical prote 


48 


49 


25, 


. 0 


812 


2 


S43604 


R07E5.1 protein (c 


49 


49 


25. 


. 0 


1450 


2 


T30273 


hypothetical prote 


50 


48.5 


24 , 


. 7 


69 


2 


T44123 


hypothetical prote 


51 


48.5 


24 . 


.7 


233 


2 


H72648 


hypothetical prote 


52 


48 


24 


. 5 


205 


2 


T10296 


fibroblast growth 


53 


48 


24 


.5 


256 


2 


F86856 


hypothetical prote 


54 


48 


24 


.5 


621 


2 


S35092 


plakoglobin - mous 


55 


48 


24 


.5 


1172 


2 


A42587 


thrombospondin 2 p 


56 


48 


24 


.5 


2023 


2 


T13154 


polycomb protein e 


57 


48 


24 


.5 


2543 


2 


F69679 


polyketide synthas 


58 


48 


24 


. 5 


3512 


2 


T17121 


CPY protein - midg 


59 


47 . 5 


24 


. 2 


436 


2 


A37953 


transcription regu 


60 


47 . 5 


24 


. 2 


638 


2 


B35816 


transcription regu 


61 


47 . 5 


24 


. 2 


649 


1 


B37953 


transcription regu 


62 


47.5 


24 


. 2 


649 


2 


A35816 


transcription regu 


63 


47 . 5 


24 


. 2 


727 


2 


T15294 


hypothetical prote 


64 


47 . 5 


24 


. 2 


1206 


2 


S72620 


probable reverse t 


65 


47 .5 


24 


.2 


1896 


2 


T08851 


Down syndrome cell 


66 


47 


24 


. 0 


164 


2 


G75371 


hypothetical prote 


67 


47 


24 


. 0 


219 


2 


T37426 


probable 25. IK pro 


68 


47 


24 


.0 


219 


2 


G42521 


A41L protein - vac 


69 


47 


24 


.0 


267 


2 


S54713 


fibroin light chai 


70 


47 


24 


.0 


468 


2 


A29650 


wingless (wg) prot 



71 


47 


24 


. 0 


469 


1 


TVFFT1 


L- 1 Ctllo x. ui uixiiy pi- U LC 


72 


47 


24 


. 0 


476 


2 


H86207 


hvnothetical r>rote 


73 


47 


24 


. 0 


1178 


1 


A39804 


thrombospondin pre 


74 


47 


24 


. 0 


1390 


2 


A4 5 4 5 5 


nun 1 pnnorin 155 - 


75 


47 


24 


. 0 


1687 


2 


T30244 


^llve^llwUXC O L- X uDw 


76 


47 


24 


. 0 


1719 


2 


T30174 


exoribonu.cle3.se, v 


77 


47 


24 


. 0 


5147 


1 


IJFFTM 


cadhRT *i n- rplafpd t 


78 


46 . 5 


23 


. 7 


647 


2 


T49586 


i. C J- CI L V-l L- w 111 i- s C- 


79 


46.5 


23 


. 7 


667 


2 


S63587 


gene pacC protein 


80 


46 


23 


. 5 


301 


2 


A82980 


acetylglutaniate ki 


81 


46 


23 


. 5 


324 


2 


T08729 


ILXlNvJ &ixllv< llil^CI £J 


82 


46 


23 


. 5 


426 


2 


E83172 


probable transport 


83 


46 


23 


. 5 


426 


2 


F95846 


probable ABC trans 


84 


46 


23 


. 5 


509 


2 


C69491 


probable acid-CoA 


85 


46 


23 


. 5 


572 


2 


T16865 


n vr*iot~ h p t~ H r*^ 1 r.T*nt"P 


86 


46 


23 


. 5 


578 


2 


S284 92 


hvnnt* he*t" "i 1 nrn t~ p» 


87 


46 


23 


. 5 


599 


2 


S71134 


UV- endonuc lease - 


88 


46 


23 


. 5 


604 


2 


T31042 


hvnrtt - Vif^t - H 1 T)T"0 1~ p* 

liyjJUL.llCLlL.CXX piuuc 


89 


46 


23 


. 5 


676 


1 


S54750 


cytochrotne c-type 


90 


46 


23 


. 5 


744 


2 


A3 2 90 5 


plakoglobin , desmo 


91 


46 


23 


. 5 


809 


2 


T4 0574 


auaninp nuclpotide 


92 


46 


23 


. 5 


1011 


2 


T17430 


fcol nrotpin - Nput 


93 


46 


23 


. 5 


1172 


1 


TSHUP2 


thrombosDondin 2 d 


94 


46 


23 


. 5 


1812 


2 


149350 


brpast /ovarian can 

■k/1 Ct >3 t / W V Clip -L. mi \»» till 


95 


46 


23 


. 5 


3 054 


1 


GNBVEV 


crpnomp T>ol\mT*r»1~piTi 


96 


45 . 5 


23 


. 2 


182 


2 


H95917 


hypothetical prote 


97 


45 . 5 


23 


. 2 


502 


2 


S3 6526 

W J U -J \J 


Til T>Y*ot~e a Tn - human 

Ul k/1 V L vlli 11L1UICA.11 


98 


45 . 5 


23 


. 2 


504 
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342 


42 


21 , 


.4 


360 


1 


JQ1400 


MAP kinase 1 (EC 2 


343 


42 


21 , 


, 4 


360 


2 


S25011 


protein kinase ERK 


344 


42 


21 . 


, 4 


361 


2 


A39754 


mitogen- act iva ted 


345 


42 


21 , 


. 4 


367 


2 


T02529 


probable MYB famil 


346 


42 


21 , 


. 4 


369 


2 


JW0053 


extracellular sign 


347 


42 


21 . 


, 4 


372 


2 


T32370 


hypothetical prote 


348 


42 


21 , 


, 4 


374 


2 


JC2123 


major allergen Cry 


349 


42 


21 . 


. 4 


374 


2 


JC2124 


major allergen Cry 


350 


42 


21. 


.4 


376 


2 


A46036 


extracellular sign 


351 


42 


21. 


.4 


399 


2 


T40831 


probable guanine n 


352 


42 


21. 


.4 


436 


2 


B96828 


probable aspartyl 


353 


42 


21. 


.4 


438 


2 


C86271 


F2 1F2 3 . 2 1 protein 


354 


42 


21. 


.4 


445 


2 


AD2184 


hypothetical prote 


355 


42 


21. 


,4 


450 


2 


T38474 


serine- tRNA ligase 



356 


42 


21. 


, 4 


467 


2 


T10854 


1 - am i nocy c 1 opr opan 


357 


42 


21 , 


. 4 


468 


2 


S35971 


aspartic proteinas 


358 


42 


21. 


, 4 


478 


2 


T32476 


probable protein- t 


359 


42 


21. 


.4 


480 


2 


T38582 


hypothetical funga 


360 


42 


21. 


.4 


483 


2 


T39839 


hypothetical prote 


361 


42 


21. 


.4 


490 


2 


AG1107 


internalin G [impo 


362 


42 


21 . 


. 4 


493 


2 


T04771 


fatty acid elongas 


363 


42 


21. 


.4 


508 


2 


S73859 


pyruvate kinase (E 


364 


42 


21. 


, 4 


531 


2 


A55788 


glucuronosyl trans f 


365 


42 


21. 


.4 


556 


2 


S06838 


gamma - aminobutyr ic 


366 


42 


21. 


.4 


616 


2 


T19873 


hypothetical prote 


367 


42 


21. 


.4 


627 


2 


T19542 


hypothetical prote 


368 


42 


21. 


.4 


642 


2 


T39376 


hypothetical DAG-b 


369 


42 


21. 


.4 


738 


2 


S35093 


plakoglobin - Afri 


370 


42 


21. 


.4 


777 


1 


WMAD41 


late 100K protein 


371 


42 


21. 


, 4 


797 


2 


C85164 


hypothetical prote 


372 


42 


21. 


.4 


797 


2 


H71412 


hypothetical prote 


373 


42 


21. 


, 4 


807 


2 


T32463 


hypothetical prote 


374 


42 


21. 


, 4 


836 


2 


A69550 


hypothetical prote 


375 


42 


21 . 


. 4 


837 


2 


T19825 


hypothetical prote 


376 


42 


21 . 


.4 


860 


1 


VCLJE4 


env polyprotein pr 


377 


42 


21 , 


. 4 


905 


1 


IJXLC1 


N-cadherin 1 precu 


378 


42 


21 , 


, 4 


923 


2 


S09583 


peptidylglycine mo 


379 


42 


21 . 


. 4 


959 


2 


E85276 


hypothetical prote 


380 


42 


21. 


. 4 


972 


1 


URBOAP 


peptidylglycine mo 


381 


42 


21 , 


, 4 


974 


1 


URHUAP 


peptidylglycine mo 


382 


42 


21 , 


. 4 


976 


1 


URRTAP 


peptidylglycine mo 


383 


42 


21 , 


, 4 


1077 


2 


A44067 


serine-rich protei 


384 


42 


21 , 


, 4 


1113 


2 


S73327 


MG14 0 homolog - My 


385 


42 


21 . 


. 4 


1140 


2 


D88690 


protein F41H10.3 [ 


386 


42 


21 . 


, 4 


1162 


2 


B97852 


hypothetical prote 


387 


42 


21 


. 4 


1213 


2 


S16356 


ovo protein - frui 


388 


42 


21 . 


. 4 


1250 


2 


A39578 


SSD1 protein - yea 


389 


42 


21 . 


.4 


1398 


2 


S56814 


microtubule- intera 


390 


42 


21 . 


. 4 


1402 


2 


T17456 


cell surface prote 


391 


42 


21 


. 4 


1519 


2 


S41525 


major ring- forming 


392 


42 


21 


, 4 


3623 


2 


T09456 


intrinsic factor-B 


393 


42 


21 


.4 


4367 


1 


B54802 


dyne in heavy chain 


3 94 


41.5 


21 


. 2 


128 


2 


C89856 


conserved hypothet 


395 


41 . 5 


21 , 


. 2 


152 


2 


JQ0791 


proteoglycan 17K c 


396 


41.5 


21 


. 2 


251 


2 


T49370 


hypothetical prote 


397 


41.5 


21 


. 2 


281 


2 


S18245 


xylF protein - Pse 


398 


41.5 


21 


. 2 


287 


2 


C81106 


conserved hypothet 


399 


41 . 5 


21 


. 2 


.287 


2 


H81910 


hypothetical prote 


400 


41 . 5 


21 


. 2 


302 


2 


A45511 


chitinase (EC 3.2. 


401 


41.5 


21 


. 2 


324 


2 


T10685 


DNA-binding protei 


402 


41 . 5 


21 


. 2 


332 


1 


VGXRCN 


glycoprotein VP7 p 


403 


41 . 5 


21 


. 2 


339 


2 


T29405 


hypothetical prote 


404 


41 . 5 


21 


. 2 


344 


2 


E70851 


probable parA prot 


405 


41 . 5 


21 


. 2 


363 


2 


B88487 


protein C13B9.2 [i 


406 


41 . 5 


21 


. 2 


388 


2 


T45896 


hypothetical prote 


407 


41.5 


21 


.2 


389 


2 


S62595 


ubiquinol - cy tochro 


408 


41. 5 


21 


.2 


393 


2 


S25331 


probable methionyl 


409 


41.5 


21. 


.2 


447 


2 


A86244 


Barley Mlo protein 


410 


41.5 


21 


.2 


468 


2 


B87158 


PPE- family protein 


411 


41.5 


21 


.2 


468 


2 


F71422 


hypothetical prote 


412 


41.5 


21 


.2 


528 


2 


148253 


beta-N-acetylhexos 



413 


41.5 


21. 


. 2 


554 


2 


AC0568 


FdrA protein [impo 


414 


41.5 


21. 


. 2 


560 


2 


S38035 


probable serine/th 


415 


41.5 


21. 


. 2 


568 


2 


T40656 


probable oxalyl-Co 


416 


41.5 


21. 


. 2 


569 


2 


B87180 


pyruvate (or indol 


417 


41.5 


21 . 


. 2 


569 


2 


H87926 


protein C17D12.7 [ 


418 


41.5 


21 . 


. 2 


575 


2 


H69450 


prolyl -tRNA synthe 


419 


41.5 


21. 


, 2 


578 


2 


S66353 


L-ascorbate oxidas 


420 


41.5 


21. 


, 2 


586 


2 


G95368 


probable CpaE2 pil 


421 


41.5 


21 . 


, 2 


591 


2 


H84633 


probable limonene 


422 


41.5 


21, 


. 2 


623 


2 


T40991 


probable lysophosp 


423 


41.5 


21, 


, 2 


630 


2 


T51281 


beta-D- glucan exoh 


424 


41.5 


21. 


,2 


636 


2 


T45640 


beta-D-glucan exoh 


425 


41.5 


21. 


,2 


642 


2 


S64348 


hypothetical prote 


426 


41.5 


21. 


, 2 


650 


2 


B87791 


protein B0207.1 [i 


427 


41 . 5 


21 . 


, 2 


743 


2 


A97021 


py ru va t e - f orma t e 1 


428 


41.5 


21. 


, 2 


753 


2 


S48267 


probable membrane 


429 


41.5 


21. 


, 2 


754 


2 


T09777 


phenylalanine ammo 


430 


41.5 


21 . 


, 2 


834 


2 


T06055 


hypothetical prote 


431 


41.5 


21. 


, 2 


905 


2 


T23229 


hypothetical prote 


432 


41.5 


21. 


, 2 


907 


2 


JE0176 


orphan G protein- c 


433 


41.5 


21 , 


, 2 


932 


2 


T48489 


receptor- like prot 


434 


41.5 


21 . 


, 2 


943 


2 


S68824 


rngB protein, cyto 


435 


41.5 


21, 


, 2 


1104 


2 


S36773 


GTPase- activating 


436 


41 . 5 


21, 


, 2 


1137 


2 


D89610 


ras GTPase-activat 


437 


41 . 5 


21 . 


, 2 


1165 


2 


S62982 


vacuolar protein V 


438 


41 . 5 


21 . 


, 2 


1237 


2 


D71850 


probable outer mem 


439 


41 . 5 


21 . 


, 2 


1259 


2 


T19043 


ras GTPase-activat 


440 


41 . 5 


21 . 


, 2 


1283 


2 


T39174 


hypothetical Serin 


441 


41.5 


21 . 


, 2 


1355 


2 


T00075 


hypothetical prote 


442 


41 . 5 


21 . 


. 2 


1367 


2 


T43334 


chromodomain helic 


443 


41 . 5 


21 . 


. 2 


1373 


2 


T50107 


chromodomain helic 


444 


41.5 


21. 


. 2 


1386 


2 


T49316 


profilaggrin relat 


445 


41.5 


21. 


, 2 


1751 


1 


MMHUMH 


laminin alpha- 2 ch 


446 


41 . 5 


21 . 


. 2 


2470 


2 


150726 


cation- independent 


447 


41.5 


21. 


. 2 


2715 


2 


T13049 


eyelid - fruit fly 


448 


41.5 


21 . 


. 2 


2717 


2 


A34203 


DNA- binding protei 


449 


41.5 


21 . 


, 2 


2824 


2 


T22759 


hypothetical prote 


450 


41.5 


21 . 


, 2 


3097 


2 


T28635 


glutamate synthase 


451 


41 


20 . 


, 9 


57 


2 


D69120 


hypothetical prote 


452 


41 


20. 


, 9 


130 


1 


WMBEH3 


UL3 3 protein - hum 


453 


41 


20 . 


, 9 


134 


2 


F85362 


hypothetical prote 


454 


41 


20. 


. 9 


172 


2 


T12202 


probable cdc2-like 


455 


41 


20 . 


. 9 


189 


2 


S61210 


hypothetical prote 


456 


41 


20 . 


, 9 


194 


2 


C90316 


hypothetical prote 


457 


41 


20 . 


, 9 


214 


2 


D84899 


hypothetical prote 


458 


41 


20 . 


, 9 


216 


2 


F85665 


transcription regu 


459 


41 


20 . 


, 9 


216 


2 


A99806 


transcription regu 


460 


41 


20 . 


, 9 


216 


2 


S70786 


probable transcrip 


461 


41 


20. 


. 9 


219 


2 


A44503 


p25 protein - beet 


462 


41 


20 . 


. 9 


220 


2 


E72210 


hypothetical prote 


463 


41 


20 . 


. 9 


222 


2 


B90390 


hypothetical prote 


464 


41 


20, 


. 9 


226 


2 


S29952 


surface glycoprote 


465 


41 


20. 


. 9 


237 


2 


A45929 


spectrin beta chai 


466 


41 


20. 


. 9 


258 


2 


T24035 


hypothetical prote 


467 


41 


20. 


, 9 


260 


2 


T32329 


hypothetical prote 


468 


41 


20. 


, 9 


268 


2 


D64223 


probable 1 - acylgly 


469 


41 


20. 


. 9 


271 


2 


B83682 


urease accessory p 



470 


41 


20 . 


9 


272 


2 


AD0559 


conserved hypothet 


471 


41 


20. 


9 


281 


2 


S39495 


u-plasminogen acti 


472 


41 


20. 


9 


297 


2 


F90276 


conserved hypothet 


473 


41 


20. 


9 


302 


2 


C84996 


tRNA isopentenyltr 


474 


41 


20 . 


9 


302 


2 


T01540 


hypothetical prote 


475 


41 


20. 


9 


305 


2 


B84779 


hypothetical prote 


476 


41 


20. 


9 


315 


2 


S39727 


dTDPglucose 4,6-de 


477 


41 


20. 


9 


331 


2 


S50772 


hypothetical prote 


478 


41 


20 . 


9 


335 


2 


A39743 


u-plasminogen acti 


479 


41 


20 . 


9 


346 


2 


T27812 


hypothetical prote 


480 


41 


20. 


9 


353 


1 


F2LVD2 


photosystem II pro 


481 


41 


20. 


9 


353 


1 


F2NTD2 


photosystem II pro 


482 


41 


20. 


9 


353 


1 


F2PMD2 


photosystem II pro 


483 


41 


20. 


9 


353 


1 


F2RZD2 


photosystem II pro 


484 


41 


20. 


9 


353 


1 


F2SPD2 


photosystem II pro 


485 


41 


20. 


9 


353 


2 


S52397 


photosystem II pro 


486 


41 


20. 


9 


353 


2 


S00929 


photosystem II pro 


487 


41 


20. 


9 


353 


2 


A31183 


photosystem II pro 


488 


41 


20. 


9 


353 


2 


S03435 


photosystem II pro 


489 


41 


20 . 


9 


353 


2 


S58536 


photosystem II pro 


490 


41 


20. 


9 


353 


2 


T07549 


photosystem II pro 


491 


41 


20 . 


9 


353 


4 


S52396 


photosystem II pro 


492 


41 


20. 


9 


359 


2 


G86290 


hypothetical prote 


493 


41 


20. 


9 


365 


2 


AF1952 


cysteine synthase 


494 


41 


20 . 


9 


379 


2 


E72274 


cystathionine gamm 


495 


41 


20. 


9 


380 


2 


D84050 


L- cysteine sulfurt 


496 


41 


20 . 


9 


384 


2 


T10556 


hypothetical prote 


497 


41 


20. 


9 


386 


1 


OACH 


ovalbumin [validat 


498 


41 


20. 


9 


388 


2 


T26922 


hypothetical prote 


499 


41 


20. 


9 


390 


2 


138201 


squamous cell care 


500 


41 


20. 


9 


403 


2 


E84063 


multidrug resistan 



ALIGNMENTS 



RESULT 1 
C33542 

islet amyloid polypeptide precursor - mouse 
N; Alternate names: insulinoma amyloid protein 
C; Species: Mus musculus (house mouse) 

C;Date: 10-Sep-1999 #sequence__revision 10-Sep-1999 #text_change 09-Jul-2004 
C;Accession: C33542; S05039 

R;Nishi, M. ; Chan, S.J.; Nagamatsu, S.; Bell, G.I.; Steiner, D.F. 
Proc. Natl. Acad. Sci. U.S.A. 86, 5738-5742, 1989 

A; Title: Conservation of the sequence of islet amyloid polypeptide in five 

mammals is consistent with its putative role as an islet hormone. 

A; Reference number: A33542; MUID : 89345542 ; PMID: 2668946 

A;Accession: C33542 

A; Status: preliminary 

A; Molecule type: mRNA 

A;Residues: 1-93 <NIS> 

A; Cross-references: UNIPROT : P12968 ; UNIPARC : UPI0000001A43 ; GB:M25389; 
NID:gl94066; PIDN : AAA37874 .1; PID:g309320 

A; Note: the authors translated the codon CTG for residue 18 as Ser, and CTC for 
residue 92 as Lys 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: July 17, 2006, 19:41:15 ; Search time 111.417 Seconds 

(without alignments) 
298.882 Million cell updates/sec 



Title: 

Perfect score: 
Sequence : 



US-10-649-138A-40 
196 

1 CNTATCATQRLANFLVHSSNNFGPVLPPSNVGSNTY 36 



Scoring table : 



BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



2849598 seqs , 925015592 residues 



Total number of hits satisfying chosen parameters: 



2849598 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 500 summaries 

Database : UniProt_7 . 2 : * 

1 : uniprot_sprot : * 
2 : uniprot_trembl : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 



1 


179 


91 


. 3 


93 


1 


IAPP_MOUSE 


P12968 


mus musculu 


2 


179 


91 


. 3 


93 


1 


IAPP_RAT 


P12969 


rattus norv 


3 


176 


89 


. 8 


37 


1 


IAPP_CRIGR 


P19890 


cricetulus 


4 


176 


89 


.8 


92 


1 


IAPP_MESAU 


P23442 


mesocricetu 


5 


168 


85 


.7 


89 


1 


IAPP_HUMAN 


P10997 


homo sapien 


6 


161 


82 


.1 


89 


1 


IAPP_FELCA 


P12967 


felis silve 


7 


159 


81 


.1 


89 


1 


IAPP_CANFA 


P17716 


canis famil 


8 


152 


77 


.6 


91 


1 


IAPP_OCTDE 


P22889 


octodon deg 


9 


143 


73 


. 0 


92 


1 


IAPP_CAVPO 


P12966 


cavia porce 


10 


143 


73 


. 0 


135 


2 


Q90743_CHICK 


Q90743 


gallus gall 


11 


142 


72 


.4 


67 


1 


IAPP_RABIT 


Q07334 


oryctolagus 


12 


135 


68 


. 9 


51 


2 


Q4 TB9 7_TETNG 


Q4tb97 


tetraodon n 


13 


125 


63 


. 8 


66 


2 


Q9BEF0_ERIEU 


Q9bef 0 


erinaceus e 


14 


115 


58 


.7 


32 


1 


IAPP_SAGOE 


Q28934 


saguinus oe 


15 


102 


52 


. 0 


32 


1 


IAPP PIG 


Q29119 


sus scrofa 



16 


99 


50 . 


. 5 


32 


1 


IAPPJSHEEP 


Q28605 


ovis aries 


17 


95 


48 


. 5 


23 


1 


IAPP_LEPEU 


Q07333 


lepus europ 


18 


92 


46 , 


. 9 


37 


1 


CALCR RANRI 


P31888 


rana ridibu 


19 


92 


46, 


. 9 


125 


1 


CALCA_CHICK 


P10286 


gallus gall 


20 


91 


46 , 


, 4 


32 


1 


IAPP BOVIN 


Q28207 


bos taurus 


21 


90 


45 , 


. 9 


115 


1 


CALCR_PHYBI 


P81564 


phyllomedus 


22 


89 


45 


. 4 


126 


2 


Q6DGJ9 BRARE 


Q6dqi 9 


brachydanio 


23 


86 


43 


. 9 


25 


2 


Q9BEE1 MACRU 


Q9beel 


mac r opus ru 


24 


86 


43 , 


. 9 


52 


2 


P79814 ONCGO 


P79814 


oncorhynchu 


25 


86 


43 . 


. 9 


126 


2 


Q8 QFT 9_FUGRU 


Q8qf t9 


fugu rubrip 


26 


86 


43 , 


. 9 


184 


2 


Q4S167 TETNG 


Q4sl67 


tetraodon n 


27 


85 


43 . 


. 4 


56 


2 


Q92164 ONCSP 


Q92164 


oncorhynchu 


28 


85 


43 . 


. 4 


128 


1 


CALCA CANFA 


Q9myvl 


canis famil 


29 


84 


42 , 


, 9 


51 


2 


Q4SI73 TETNG 


Q4si73 


tetraodon n 


30 


82 


41 , 


. 8 


127 


1 


CALCB HUMAN 


P10092 


homo sapien 


31 


82 


41 , 


. 8 


127 


2 


Q569I0 HUMAN 


Q569i0 


homo sapien 


32 


81 


41. 


. 3 


37 


1 


CALCA_SHEEP 


P30881 


ovis aries 


33 


81 


41 . 


. 3 


44 


2 


Q4THN9 TETNG 


Q4thn9 


tetraodon n 


34 


81 


41 , 


. 3 


50 


2 


Q66VC1 RAT 


Q66vcl 


rattus norv 


35 


81 


41 , 


. 3 


128 


1 


CALCA MOUSE 


Q99ja0 


mus musculu 


36 


81 


41 , 


. 3 


128 


1 


CALCA RAT 


P01256 


rattus norv 


37 


80 


40 . 


. 8 


52 


2 


Q8WNX3 CALJA 


Q8wnx3 


callithrix 


38 


80 


40 . 


. 8 


53 


2 


Q90YC3 PAROL 


Q90yc3 


paralichthy 


39 


80 


40 . 


. 8 


128 


1 


CALCA HUMAN 


P06881 


homo sapien 


40 


80 


40 


. 8 


134 


1 


CALCB_RAT 


P10093 


rattus norv 


41 


78 


39, 


. 8 


130 


1 


CALCB_MOUSE 


Q99mp3 


mus musculu 


42 


78 


39 


. 8 


130 


2 


Q3UW96_MOUSE 


Q3uw96 


mus musculu 


43 


77 


39 , 


. 3 


37 


1 


CALCA PIG 


P30880 


sus scrofa 


44 


77 


39 , 


, 3 


53 


2 


Q8WNX2_CALJA 


Q8wnx2 


callithrix 


45 


76 


38 


. 8 


129 


1 


CALCB HORSE 


Q9n0t3 


equus cabal 


46 


75 


38 


. 3 


60 


2 


Q9GLK1 RABIT 


Q9glkl 


oryctolagus 


47 


75 


38 


. 3 


67 


2 


Q9GLK2_RABIT 


Q9glk2 


oryctolagus 


48 


70 


35 


. 7 


125 


2 


Q75V95 BOVIN 


Q75v95 


bos taurus 


49 


70 


35 


. 7 


125 


2 


Q766Y6 PIG 


Q766y6 


sus scrofa 


50 


66 


33 


. 7 


126 


2 


Q862B1 PIG 


Q862bl 


sus scrofa 


51 


63 


32 


. 1 


117 


2 


Q766Y7_PIG 


Q766y7 


sus scrofa 


52 


62 


31 


. 6 


127 


1 


CALCA_HORSE 


Q9n0t2 


equus cabal 


53 


61 . 5 


31 


. 4 


344 


2 


Q3RQM8 RALME 


Q3rqm8 


ralstonia m 


54 


59 


30 


. 1 


484 


2 


Q7PX05 ANOGA 


Q7px05 


anopheles g 


55 


58 . 5 


29 


. 8 


178 


2 


Q9UAV9_CAEEL 


Q9uav9 


caenorhabdi 


56 


58 . 5 


29 


. 8 


559 


2 


O02263_CAEEL 


002263 


caenorhabdi 


57 


57 


29 


. 1 


217 


2 


Q6ZTJ9 HUMAN 


Q6zt j 9 


homo sapien 


58 


57 


29 


. 1 


248 


2 


Q8I2V2 PLAF7 


Q8i2v2 


Plasmodium 


59 


57 


29 


. 1 


8402 


2 


Q4RE8 9 TETNG 


Q4re89 


tetraodon n 


60 


56 . 5 


28 


. 8 


179 


2 


Q60WW3 CAEBR 


Q60ww3 


c a eno r habdi 


61 


56 . 5 


28 


. 8 


842 


2 


Q7R6K2 GIALA 


Q7r6k2 


giardia lam 


62 


56 


28 


. 6 


549 


2 


Q6ZSA6 HUMAN 


Q6zsa6 


homo sapien 


63 


56 


28 


. 6 


607 


2 


Q3 2PZ6~RAT 


Q32pz6 


rattus norv 


64 


56 


28 


. 6 


764 


2 


Q3TLF2 MOUSE 


Q3tlf 2 


mus musculu 


65 


56 


28 


. 6 


866 


2 


Q7TP3 9 RAT 


Q7tp39 


rattus norv 


66 


56 


28 


. 6 


981 


2 


Q3V0H4 MOUSE 


Q3v0h4 


mus musculu 


67 


56 


28 


.6 


1050 


1 


TIF 1 A_HUMAN 


015164 


homo sapien 


68 


56 


28 


.6 


1051 


1 


TIF1AJVIOUSE 


Q64127 


mus musculu 


69 


55.5 


28 


.3 


362 


2 


Q4CRZ6_TRYCR 


Q4crz6 


trypanosoma 


70 


55.5 


28 


.3 


362 


2 


Q4 DB 1 7_TRYCR 


Q4dbl7 


trypanosoma 


71 


55.5 


28 


.3 


428 


2 


Q7 0VZ1_CIOIN 


Q70vzl 


ciona intes 


72 


55.5 


28 


.3 


659 


2 


Q4H3K2_CIOIN 


Q4h3k2 


ciona intes 



73 


55 .5 


28 


. 3 


962 


2 


Q5KJ8 9_CRYNE 


Q5kj89 


cryptococcu 


74 


55 . 5 


28 , 


. 3 


962 


2 


Q9LRX1 ARATH 


Q91rxl 


arabidopsis 


75 


55 .5 


28 , 


. 3 


1017 


2 


Q55T53 CRYNE 


Q55t53 


cryptococcu 


76 


55 


28 


. 1 


338 


2 


Q9LSG7 ARATH 


Q91sg7 


arabidopsis 


77 


55 


28 


. 1 


509 


2 


Q55N48 CRYNE 


Q55n4 8 


cryptococcu 


78 


54 .5 


27 


. 8 


486 


2 


Q66JT4 MOUSE 


Q66j t4 


mus musculu 


79 


54 


27. 


. 6 


346 


2 


Q4IDQ4_GIBZE 


Q4idq4 


gibberella 


80 


54 


27. 


. 6 


347 


2 


Q3U4S5_MOUSE 


Q3u4s5 


mus musculu 


81 


54 


27 . 


. 6 


347 


2 


Q91XF4_MOUSE 


Q91xf 4 


mus musculu 


82 


54 


27. 


.6 


720 


1 


EX084_KLULA 


Q6cnm8 


kluyveromyc 


83 


54 


27 . 


.6 


2653 


2 


Q8IHX2JPLAF7 


Q8ihx2 


Plasmodium 


84 


53 .5 


27 , 


. 3 


201 


2 


Q811E4JYIOUSE 


Q811e4 


mus musculu 


85 


53 .5 


27 . 


. 3 


512 


2 


Q5TGN7_HUMAN 


Q5tgn7 


homo sap i en 


86 


53 .5 


27 . 


. 3 


680 


2 


Q8QNA2_9PHYC 


Q8qna2 


ectocarpus 


87 


53 .5 


27 , 


. 3 


1165 


2 


Q6F3F9 MOUSE 


Q6f 3f 9 


mus musculu 


88 


53 . 5 


27 . 


. 3 


1193 


2 


Q6F3F7 HUMAN 


Q6f 3f 7 


homo sapien 


89 


53 .5 


27 . 


. 3 


1221 


1 


GP12 6_HUMAN 


Q86sq4 


homo sapien 


90 


53 .5 


27 . 


. 3 


1221 


2 


Q6F3F8_HUMAN 


Q6f 3f 8 


homo sapien 


91 


53 . 5 


27 . 


. 3 


1222 


2 


Q6DHZ4 HUMAN 


Q6dhz4 


homo sapien 


92 


53 .5 


27. 


.3 


1222 


2 


Q6F3F5_HUMAN 


Q6f 3f 5 


homo sapien 


93 


53 .5 


27 . 


. 3 


1222 


2 


Q8IXA4_HUMAN 


Q8ixa4 


homo sapien 


94 


53 . 5 


27 , 


. 3 


1250 


2 


Q6F3F6 HUMAN 


Q6f 3f 6 


homo sapien 


95 


53 


27 , 


. 0 


347 


2 


Q4QM34 HAEI8 


Q4qm34 


haemophilus 


96 


53 


27 , 


. 0 


354 


2 


Q2N8A9_9SPHN 


Q2n8a9 


erythrobact 


97 


53 


27 . 


. 0 


496 


2 


Q3RT58 RALME 


Q3rt58 


ralstonia m 


98 


53 


27 . 


. 0 


604 


2 


Q9LVF5 ARATH 


Q91vf 5 


arabidopsis 


99 


53 


27 , 


. 0 


628 


2 


Q8L9S4 ARATH 


Q819S4 


arabidopsis 


100 


53 


27 , 


. 0 


629 


2 


Q67ZF9 ARATH 


Q67zf 9 


arabidopsis 


101 


53 


27 . 


. 0 


629 


2 


Q6 8 1K3__ARATH 


Q681k3 


arabidopsis 


102 


53 


27 . 


, 0 


917 


1 


NIA1 ARATH 


P11832 


arabidopsis 


103 


52 . 5 


26 . 


. 8 


140 


1 


Y14K CSMV 


P18920 


chloris str 


104 


52.5 


26 , 


. 8 


395 


2 


Q5 9P07_CANAL 


Q59p07 


Candida alb 


105 


52 . 5 


26 . 


, 8 


424 


2 


Q9ZVI1 ARATH 


Q9zvil 


arabidopsis 


106 


52.5 


26, 


. 8 


550 


2 


Q3 97G4_BURS3 


Q397g4 


burkholderi 


107 


52 . 5 


26 , 


. 8 


1143 


1 


BRL2 ARATH 


Q9zps9 


arabidopsis 


108 


52.5 


26. 


. 8 


1489 


2 


Q54X15 DICDI 


Q54xl5 


dictyosteli 


109 


52 


26. 


. 5 


127 


2 


Q7 5V94 CAN FA 


Q75v94 


canis famil 


110 


52 


26. 


. 5 


149 


2 


Q5W957 9LILI 


Q5w957 


dioscorea p 


111 


52 


26 . 


. 5 


219 


1 


VA4 1_VACCV 


P24766 


vaccinia vi 


112 


52 


26 . 


. 5 


219 


2 


Q6RZE2 9POXV 


Q6rze2 


rabbitpox v 


113 


52 


26. 


. 5 


219 


2 


Q76ZN6 9POXV 


Q76zn6 


vaccinia vi 


114 


52 


26 , 


. 5 


219 


2 


Q80DT5 COWPX 


Q80dt5 


cowpox viru 


115 


52 


26. 


, 5 


221 


2 


Q3I8K9_MONPV 


Q3i8k9 


monkeypox v 


116 


52 


26 . 


. 5 


221 


2 


Q5IXM4 MONPV 


Q5ixm4 


monkeypox v 


117 


52 


26 . 


. 5 


221 


2 


Q8V4T8 MONPV 


Q8v4t8 


monkeypox v 


118 


52 


26 . 


. 5 


275 


2 


Q4 6I93 PROMT 


Q46i93 


prochloroco 


119 


52 


26 . 


, 5 


310 


2 


Q81YE3 BACAN 


Q81ye3 


bacillus an 


120 


52 


26 . 


. 5 


310 


2 


Q73 3U2 BACC1 


Q733u2 


bacillus ce 


121 


52 


26 . 


. 5 


315 


2 


Q6HFP4 BACHK 


Q6hf p4 


bacillus th 


122 


52 


26 . 


. 5 


349 


2 


Q4 54W4 9BURK 


Q4 54w4 


burkholderi 


123 


52 


26, 


. 5 


349 


2 


Q4LVP2_9BURK 


Q41vp2 


burkholderi 


124 


52 


26, 


. 5 


364 


2 


Q69ZC8JVIOUSE 


Q69zc8 


mus musculu 


125 


52 


26. 


. 5 


369 


2 


Q4 6A21_METBA 


Q46a21 


methanosarc 


126 


52 


26 . 


. 5 


424 


1 


SYS_PROMP 


Q7v0r7 


prochloroco 


127 


52 


26. 


. 5 


434 


2 


Q 6 H VN 6 _B AC AN 


Q6hvn6 


bacillus an 


128 


52 


26, 


.5 


434 


2 


Q63 7S1_BACCZ 


Q637S1 


bacillus ce 


129 


52 


26. 


. 5 


486 


2 


Q8H5J3_ORYSA 


Q8h5j3 


oryza sativ 



130 


52 


26 


. 5 


497 


2 


Q612J6 CAEBR 


Q61zj6 


caenorhabdi 


131 


52 


26 


. 5 


501 


2 


Q4CB01_CROWT 


Q4cb01 


crocosphaer 


132 


52 


26 


. 5 


590 


2 


Q7F1U5J3RYSA 


Q7f lu5 


oryza sativ 


133 


52 


26 


. 5 


606 


2 


Q4SC01_TETNG 


Q4SC01 


tetraodon n 


134 


52 


26 


. 5 


1242 


2 


Q6CNK0 KLULA 


Q6cnk0 


k 1 uyve r omy c 


135 


52 


26 


. 5 


1339 


2 


Q5CNW0 CRYHO 


QScnwO 


cryptospori 


136 


51.5 


26 


. 3 


241 


2 


Q3HG3 8_TRIER 


Q3hg3 8 


trichodesmi 


137 


51 . 5 


26 


. 3 


299 


2 


Q4DR0 6_TRYCR 


Q4dr06 


trypanosoma 


138 


51.5 


26 


. 3 


299 


2 


Q4DXS6JTRYCR 


Q4dxs6 


trypanosoma 


139 


51.5 


26 


. 3 


342 


2 


Q41DS0_9BACI 


Q41ds0 


exiguobacte 


140 


51.5 


26 


. 3 


382 


2 


Q6K4Z3_ORYSA 


Q6k4z3 


oryza sativ 


141 


51.5 


26 


. 3 


388 


2 


Q4 7 92 9_FIBSU 


Q47929 


f ibrobacter 


142 


51,5 


26 


. 3 


430 


2 


Q9SZA6_ARATH 


Q9sza6 


arabidopsis 


143 


51.5 


26 


. 3 


474 


2 


Q4C2K0_TRYCR 


Q4czk0 


trypanosoma 


144 


51 . 5 


26 


. 3 


1158 


2 


Q4YYZ9 PLABE 


Q4yyz9 


Plasmodium 


145 


51.5 


26 


. 3 


4128 


2 


Q8 9NW9_BRAJA 


Q89nw9 


bradyrhizob 


146 


51 


26 


. 0 


116 


2 


Q4DFH4 TRYCR 


Q4dfh4 


trypanosoma 


147 


51 


26 


. 0 


163 


2 


Q2RNI2 RHORU 


Q2rni2 


rhodospiril 


148 


51 


26 


. 0 


195 


2 


Q3 76T0 RHOPA 


Q376t0 


rhodopseudo 


149 


51 


26 


. 0 


196 


2 


Q7VFZ4__HELHP 


Q7vf z4 


helicobacte 


150 


51 


26 


. 0 


219 


2 


Q775N8_CAMPS 


Q775n8 


camelpox vi 


151 


51 


26 


. 0 


219 


2 


Q8V2L7__CAMPM 


Q8v2l7 


camelpox vi 


152 


51 


26 


. 0 


295 


1 


GAT 1 9_ARATH 


Q81c79 


arabidopsis 


153 


51 


26 


. 0 


300 


2 


Q6FAD1_ACIAD 


Q6fadl 


acinetobact 


154 


51 


26 


. 0 


324 


2 


022905 ARATH 


022905 


arabidopsis 


155 


51 


26 


. 0 


337 


2 


Q55IF4 CRYNE 


Q55if4 


cryptococcu 


156 


51 


26 


. 0 


337 


2 


Q5K7Z3 CRYNE 


Q5k7z3 


cryptococcu 


157 


51 


26 


. 0 


365 


2 


Q5NMK6 ZYMMO 


Q5nmk6 


zymomonas m 


158 


51 


26 


. 0 


383 


2 


Q6MKZ0 BDEBA 


Q6mkz0 


bdellovibri 


159 


51 


26 


. 0 


392 


2 


Q9LI04 ORYSA 


Q91i04 


oryza sativ 


160 


51 


26 


. 0 


439 


2 


Q8C5H1 MOUSE 


Q8c5hl 


mus musculu 


161 


51 


26 


. 0 


457 


2 


Q4J73 7 SULAC 


Q4j737 


sulf olobus 


162 


51 


26 


. 0 


512 


2 


Q6AWW6 ARATH 


Q6aww6 


arabidopsis 


163 


51 


26 


. 0 


517 


1 


MEI4J3CHP0 


013606 


schizosacch 


164 


51 


26 


. 0 


527 


2 


Q2QVM7 ORYSA 


Q2qvm7 


oryza sativ 


165 


51 


26 


. 0 


566 


2 


Q4WQL4_ASPFU 


Q4wql4 


aspergillus 


166 


51 


26 


. 0 


635 


2 


Q4W966 ASPFU 


Q4w966 


aspergillus 


167 


51 


26 


. 0 


690 


2 


Q9VKD9_DROME 


Q9vkd9 


drosophila 


168 


51 


26 


, o 


1339 


2 


Q5CVN6_CRYPV 


Q5cvn6 


cryptospori 


169 


51 


26 


. 0 


2144 


2 


Q4D106_TRYCR 


Q4dl06 


trypanosoma 


170 


51 


26 


. 0 


3215 


2 


Q4SP71 TETNG 


Q4sp71 


tetraodon n 


171 


50 . 5 


25 


. 8 


219 


2 


Q72W53 LEPIC 


Q72w53 


leptospira 


172 


50 . 5 


25 


. 8 


318 


2 


Q50I51 9VIRU 


Q50i51 


acidianus r 


173 


50 . 5 


25 


. 8 


445 


2 


Q3EAX7 ARATH 


Q3eax7 


arabidopsis 


174 


50 . 5 


25 


. 8 


451 


2 


Q5ZCR5 ORYSA 


Q5zcr5 


oryza sativ 


175 


50 . 5 


25 


. 8 


531 


2 


Q2W637 MAGSA 


Q2w637 


magnetospir 


176 


50 . 5 


25 


. 8 


586 


2 


Q4D4S3 TRYCR 


Q4d4s3 


trypanosoma 


177 


50 . 5 


25 


. 8 


652 


2 


Q5B509 EMENI 


Q5b509 


aspergillus 


178 


50 . 5 


25 


. 8 


761 


2 


Q4RN84 TETNG 


Q4rn84 


tetraodon n 


179 


50 . 5 


25 


. 8 


1208 


2 


Q2 34 56 CAEEL 


Q23456 


caenorhabdi 


180 


50 . 5 


25 


. 8 


1475 


2 


Q5TTZ5 ANOGA 


Q5ttz5 


anopheles g 


181 


50 


25 


.5 


168 


2 


Q4HCY9~9DEIO 


Q4hcy9 


deinococcus 


182 


50 


25 


.5 


204 


2 


Q3UUQ4_MOUSE 


Q3uuq4 


mus musculu 


183 


50 


25 


.5 


282 


2 


Q4XIU5_PLACH 


Q4xiu5 


Plasmodium 


184 


50 


25 


.5 


290 


2 


Q3P4H6_9GAMM 


Q3p4h6 


shewanella 


185 


50 


25 


.5 


312 


1 


OR2Cl_HUMAN 


095371 


homo sapien 


186 


50 


25 


.5 


312 


2 


Q6NTB3_HUMAN 


Q6ntb3 


homo sapien 



187 


50 


25. 


. 5 


312 


2 


Q6IF34_HUMAN 


Q6if 34 


homo sapien 


188 


50 


25, 


. 5 


312 


2 


Q6IF55 HUMAN 


Q6if 55 


homo sapien 


189 


50 


25 , 


. 5 


317 


2 


Q4FLW4_PELUB 


Q4f lw4 


pelagibacte 


190 


50 


25. 


. 5 


337 


2 


Q14868_HUMAN 


Q14868 


homo sapien 


191 


50 


25 


. 5 


340 


2 


Q81IE8__BACCR 


Q81ie8 


bacillus ce 


192 


50 


25 


. 5 


359 


2 


Q83036_9VIRU 


Q83036 


la france d 


193 


50 


25, 


. 5 


391 


2 


Q7QDY4_ANOGA 


Q7qdy4 


anopheles g 


194 


50 


25, 


. 5 


468 


2 


O39503_9ALPH 


039503 


bovine herp 


195 


50 


25. 


. 5 


468 


2 


Q7 6PF3_9ALPH 


Q76pf 3 


bovine herp 


196 


50 


25 . 


. 5 


482 


1 


DUS10_HUMAN 


Q9y6w6 


homo sapien 


197 


50 


25 , 


. 5 


482 


2 


Q6GSI4_HUMAN 


Q6gsi4 


homo sapien 


198 


50 


25, 


.5 


482 


2 


Q6IAR2_HUMAN 


Q6iar2 


homo sapien 


199 


50 


25. 


, 5 


499 


1 


WETA_PENCH 


Q01870 


penicillium 


200 


50 


25 . 


, 5 


543 


2 


094185_ASPOR 


094185 


aspergillus 


201 


50 


25 . 


. 5 


554 


2 


Q4DFG3 TRYCR 


Q4df g3 


trypanosoma 


202 


50 


25 , 


. 5 


555 


1 


WETA_EMENI 


P22022 


emericella 


203 


50 


25. 


. 5 


555 


2 


Q5BBZ3_EMENI 


Q5bbz3 


aspergillus 


204 


50 


25, 


. 5 


564 


2 


Q55GN8_DICDI 


Q55gn8 


dictyosteli 


205 


50 


25. 


, 5 


570 


2 


Q2UKV4 ASPOR 


Q2ukv4 


aspergillus 


206 


50 


25 . 


, 5 


597 


2 


Q88JQ3 PSEPK 


Q88icr3 


p s e udomona s 


207 


50 


25. 


. 5 


604 


2 


O02374JDROME 


002374 


drosophila 


208 


50 


25. 


. 5 


604 


2 


Q55F14_DICDI 


Q55f 14 


dictyosteli 


209 


50 


25, 


. 5 


604 


2 


Q960Z4_DROME 


Q960z4 


drosophila 


210 


50 


25. 


,5 


616 


2 


Q8IP89_DROME 


Q8ip89 


drosophila 


211 


50 


25. 


, 5 


624 


2 


Q61JM0__CAEBR 


Q61jm0 


caenorhabdi 


212 


50 


25. 


, 5 


661 


1 


S01A4_RAT 


035913 


r solute ca 


213 


50 


25. 


. 5 


690 


2 


Q9F4C8 BIFLO 


Q9f 4c8 


bif idobacte 


214 


50 


25. 


. 5 


797 


2 


Q5U9G5_ASPFU 


Q5u9g5 


aspergillus 


215 


50 


25. 


. 5 


808 


2 


O184 09_DROME 


018409 


drosophila 


216 


50 


25, 


, 5 


810 


2 


Q8IP90_DROME 


Q8ip90 


drosophila 


217 


50 


25. 


. 5 


920 


2 


Q8NB3 9_HUMAN 


Q8nb3 9 


homo sapien 


218 


50 


25. 


. 5 


932 


1 


RBM12_HUMAN 


Q9ntz6 


homo sapien 


219 


50 


25, 


. 5 


932 


1 


RBM12_MACMU 


Q8sq27 


macaca mula 


220 


50 


25. 


, 5 


932 


2 


Q5RBM8_P0NPY 


Q5rbm8 


pongo pygma 


221 


50 


25, 


. 5 


954 


2 


Q6 9YJ7_HUMAN 


Q69yj7 


homo sapien 


222 


50 


25. 


. 5 


955 


2 


Q32M45_HUMAN 


Q32m45 


homo sapien 


223 


50 


25. 


. 5 


1053 


2 


Q51BS9_ENTHI 


Q51bs9 


entamoeba h 


224 


50 


25, 


. 5 


1085 


2 


Q3 3EP5__METHU 


Q33ep5 


methanospir 


225 


50 


25 . 


. 5 


1093 


2 


Q54GV1_DICDI 


Q54gvl 


dictyosteli 


226 


50 


25 , 


. 5 


1369 


2 


Q5TWY0 ANOGA 


Q5twy0 


anopheles g 


227 


50 


25. 


, 5 


1786 


2 


Q7S4G0_NEUCR 


Q7s4g0 


neurospora 


228 


50 


25. 


, 5 


19066 


2 


Q801W8JBRARE 


Q801w8 


brachydanio 


229 


49.5 


25 . 


. 3 


74 


2 


Q9NYS5 HUMAN 


Q9nys5 


homo sapien 


230 


49.5 


25, 


, 3 


158 


2 


Q2IRE4_RHOPA 


Q2ire4 


r hodop s eudo 


231 


49 . 5 


25 . 


. 3 


178 


2 


Q83SS3 SALT I 


Q83ss3 


salmonella 


232 


49 . 5 


25 . 


, 3 


183 


2 


Q3KZF9 SCHJA 


Q3kzf 9 


schistosoma 


233 


49 . 5 


25 . 


, 3 


195 


2 


Q3XRM6 9PROT 


Q3xrm6 


magnetococc 


234 


49 . 5 


25 . 


, 3 


197 


2 


Q9BLC1 CAEEL 


Q9blcl 


caenorhabdi 


235 


49.5 


25 . 


. 3 


323 


2 


Q9BKX8_CAEEL 


Q9bkx8 


caenorhabdi 


236 


49.5 


25 . 


. 3 


338 


2 


Q2L695 ANABR 


Q21695 


anadara bro 


237 


49.5 


25, 


, 3 


350 


2 


Q651N8_ORYSA 


Q651n8 


oryza sativ 


238 


49.5 


25. 


. 3 


405 


1 


PE2Rl_MOUSE 


P35375 


mus musculu 


239 


49.5 


25. 


3 


467 


1 


TINAL_HUMAN 


Q9gzm7 


h tubuloint 


240 


49.5 


25. 


3 


483 


1 


DUS10_MOUSE 


Q9ess0 


mus musculu 


241 


49.5 


25. 


,3 


483 


2 


Q8R3L3_MOUSE 


Q8r3l3 


m dusplO pr 


242 


49.5 


25, 


3 


503 


2 


Q5 TNS 6_ANOGA 


Q5tns6 


anopheles g 


243 


49.5 


25. 


3 


523 


2 


Q2Y908_NITMU 


Q2y908 


nitrosospir 



244 


49.5 


25. 


. 3 


656 


2 


Q3VF76 9SPHN 


Q3vf 76 


sphingopyxi 


245 


49.5 


25. 


, 3 


670 


2 


Q4DRM2JTRYCR 


Q4drm2 


trypanosoma 


246 


49.5 


25. 


3 


670 


2 


Q4DUH0JTRYCR 


Q4duh0 


trypanosoma 


247 


49.5 


25. 


. 3 


720 


2 


Q4D0L2_TRYCR 


Q4d012 


trypanosoma 


248 


49 . 5 


25. 


. 3 


809 


2 


Q55ZD5 CRYNE 


Q55zd5 


crypt ococcu 


249 


49.5 


25. 


.3 


809 


2 


Q5KNQ1_CRYNE 


Q5knql 


cryptococcu 


250 


49.5 


25. 


.3 


844 


2 


014147J3CHPO 


014147 


schizosacch 


251 


49.5 


25. 


.3 


851 


2 


Q7QRL5J3IALA 


Q7qrl5 


giardia lam 


252 


49.5 


25. 


3 


924 


2 


Q7PMF0_ANOGA 


Q7pmf 0 


anopheles g 


253 


49.5 


25. 


.3 


1694 


2 


Q5RLK1JVIUSDO 


QSrlkl 


musca domes 


254 


49.5 


25. 


. 3 


1787 


2 


Q5RLK3JVIUSDO 


Q5rlk3 


musca domes 


255 


49.5 


25. 


.3 


1911 


2 


Q5TLA5_LEUMA 


Q5tla5 


leucophaea 


256 


49 


25. 


.0 


14 9 


2 


Q9LY5 7_ARATH 


Q91y57 


arabidopsis 


257 


49 


25. 


.0 


178 


2 


Q5MFG6_PINTH 


Q5mf g6 


pinus thunb 


258 


49 


25. 


,0 


229 


2 


Q5JLV2_ORYSA 


Q5jlv2 


oryza sativ 


259 


49 


25. 


.0 


230 


2 


Q8CFR7_MOUSE 


Q8cfr7 


mus musculu 


260 


49 


25. 


.0 


243 


2 


Q2YU3 6J3TAAB 


Q2yu3 6 


staphylococ 


261 


49 


25 . 


.0 


243 


2 


Q5HEN2_STAAC 


Q5hen2 


staphylococ 


262 


49 


25 . 


. 0 


243 


2 


Q6G842 STAAS 


Q6g842 


staphylococ 


263 


49 


25 . 


. 0 


243 


2 


Q6GFG6 STAAR 


Q6qf q6 


staphylococ 


264 


49 


25. 


. 0 


243 


2 


Q7A0H6_STAAW 


Q7a0h6 


staphylococ 


265 


49 


25 , 


. 0 


243 


2 


Q7A4R4_STAAN 


Q7a4r4 


staphylococ 


266 


49 


25 . 


. 0 


243 


2 


Q99SZ5J3TAAM 


Q99sz5 


staphylococ 


267 


49 


25. 


. 0 


336 


1 


SYP3 1_ARATH 


Q9f fkl 


arabidopsis 


268 


49 


25 , 


. 0 


368 


2 


Q4M1E0_9BURK 


Q4mle0 


burkholderi 


269 


49 


25 . 


. 0 


368 


2 


Q3 91Z6_BURS3 


Q391z6 


burkholderi 


270 


49 


25. 


. 0 


394 


2 


Q54P67_DICDI 


Q54p67 


dictyosteli 


271 


49 


25 . 


. 0 


402 


2 


Q5CR2 8_CRYPV 


Q5cr28 


cryptospori 


272 


49 


25 . 


. 0 


411 


2 


Q7TNT1 MOUSE 


Q7tntl 


mus musculu 


273 


49 


25 . 


, 0 


441 


2 


Q6BMK2_DEBHA 


Q6bmk2 


debaryomyce 


274 


49 


25 . 


. 0 


466 


2 


Q4 7TG4JTHEFY 


Q47tg4 


thermobif id 


275 


49 


25. 


.0 


475 


2 


Q3UGH4_MOUSE 


Q3ugh4 


mus musculu 


276 


49 


25 . 


. 0 


488 


2 


Q4I1R2_GIBZE 


Q4ilr2 


gibberella 


277 


49 


25 . 


.0 


491 


2 


Q3QRD9_9RHOB 


Q3qrd9 


silicibacte 


278 


49 


25 . 


. 0 


497 


2 


Q4S2T8_TETNG 


Q4s2t8 


tetraodon n 


279 


49 


25 


, 0 


508 


2 


Q2UBY2_ASPOR 


Q2uby2 


aspergillus 


280 


49 


25. 


. 0 


522 


2 


Q9FPK8_SOYBN 


Q9fpk8 


glycine max 


281 


49 


25. 


.0 


578 


2 


Q96V96JDRPSP 


Q96v96 


orpinomyces 


282 


49 


25. 


. 0 


636 


2 


Q3R211_XYLFA 


Q3r211 


xylella fas 


283 


49 


25 


.0 


636 


2 


Q3RBI7_XYLFA 


Q3rbi7 


xylella fas 


284 


49 


25 


. 0 


636 


2 


Q3 RHB 6_X YLFA 


Q3rhb6 


xylella fas 


285 


49 


25 


. 0 


636 


2 


Q87DL1_XYLFT 


Q87dll 


xylella fas 


286 


49 


25 


.0 


636 


2 


Q9PDC8_XYLFA 


Q9pdc8 


xylella fas 


287 


49 


25 


. 0 


727 


2 


Q9XIL9 ARATH 


Q9xil9 


arabidopsis 


288 


49 


25 


. 0 


744 


2 


Q7RMU8 PLAYO 


Q7rmu8 


Plasmodium 


289 


49 


25 


. 0 


751 


1 


MSC3_ASHGO 


Q74zl3 


ashbya goss 


290 


49 


25 


. 0 


780 


2 


Q55XE4 CRYNE 


Q55xe4 


cryptococcu 


291 


49 


25 


. 0 


785 


2 


Q6SLA6 GIBMO 


Q6sla6 


gibberella 


292 


49 


25 


. 0 


795 


2 


Q6EUQl_ORYSA 


Q6euql 


oryza sativ 


293 


49 


25 


. 0 


797 


1 


MARK 3 RAT 


Q8vhf 0 


rattus norv 


294 


49 


25 


. 0 


812 


2 


Q21827_CAEEL 


Q21827 


caenorhabdi 


295 


49 


25 


. 0 


936 


2 


Q4N8Q7_THEPA 


Q4n8q7 


theileria p 


296 


49 


25 


. 0 


981 


2 


Q4 RY3 0__TETNG 


Q4ry3 0 


tetraodon n 


297 


49 


25. 


. 0 


1020 


2 


Q8CCW3_MOUSE 


Q8ccw3 


mus musculu 


298 


49 


25. 


. 0 


1119 


2 


Q6IMA0_BRARE 


Q6ima0 


brachydanio 


299 


49 


25, 


.0 


1163 


2 


Q8F613_LEPIN 


Q8f 613 


leptospira 


300 


49 


25. 


.0 


1224 


2 


Q72Q54_LEPIC 


Q72q54 


leptospira 



301 


49 


25 


. 0 


1450 


1 


SUREJ STRPU 


Q26627 


strongyloce 


302 


49 


25 


. 0 


1525 


2 


Q5DTW7 MOUSE 


Q5dtw7 


mus musculu 


303 


49 


25 


. 0 


3644 


1 


MINT MOUSE 


Q62504 


mus musculu 


304 


49 


25 


. 0 


4056 


2 


Q2PDM3 DROME 


Q2pdm3 


drosophila 


305 


49 


25 


. 0 


18412 


2 


Q7ZZ61 BRARE 


Q7zz61 


birachydanio 


306 


48.5 


24 


. 7 


69 


2 


Q7QWQ3 GIALA 


Q7qwq3 


giardia lam 


307 


48 . 5 


24 


. 7 


156 


2 


Q98890 BRARE 


Q98890 


brachydanio 


308 


48 . 5 


24 


. 7 


161 


2 


Q8 9CQ6 BRAJA 


Q89cq6 


br ady rhi zob 


309 


48. 5 


24 


. 7 


199 


2 


Q3RMV6 RALME 


Q3rmv6 


ralstonia m 


310 


48 . 5 


24 


. 7 


233 


2 


Q9YEF4 AERPE 


Q9yef 4 


ae ropy rum p 


311 


48 . 5 


24 


. 7 


246 


2 


Q8BFI5 9ZZZZ 


Q8bf i5 


uncultured 


312 


48 .5 


24 


. 7 


268 


2 


Q5TJ85 9VIRU 


Q5t j85 


sulf olobus 


313 


48 . 5 


24 


. 7 


268 


2 


Q8QL22 9VIRU 


Q8ql22 


sulf olobus 


314 


48 . 5 


24 


. 7 


269 


2 


Q8V9M7 9VIRU 


Q8v9m7 


sulf olobus 


315 


48 . 5 


24 


. 7 


319 


2 


Q2PRL8 BRARE 


Q2prl8 


brachydanio 


316 


48 . 5 


24 


. 7 


326 


2 


Q61BH9 CAEBR 


Q61bh9 


caenorhabdi 


317 


48 .5 


24 


. 7 


363 


2 


Q707W6 KLUDE 


Q707w6 


kluyveromyc 


318 


48 . 5 


24 


. 7 


407 


2 


Q3 8 5A0 9TRYP 


Q385a0 


trypanosoma 


319 


48.5 


24 


. 7 


415 


2 


Q4FJX7_MOUSE 


Q4f jx7 


mus musculu 


320 


48 . 5 


24 


, 7 


418 


2 


Q7XPM2 ORYSA 


Q7xpm2 


oryza sativ 


321 


48.5 


24 


. 7 


461 


2 


Q3MGV5 ANAVT 


Q3mgv5 


anabaena va 


322 


48 . 5 


24 


. 7 


466 


1 


TINAL MOUSE 


Q99 jr5 


mus musculu 


323 


48 . 5 


24 


. 7 


467 


1 


TINAL RAT 


Q9eqt5 


rattus norv 


324 


48 . 5 


24 


. 7 


467 


2 


Q4V8N0 RAT 


Q4v8n0 


rattus norv 


325 


48 . 5 


24 


. 7 


571 


2 


Q5JMA3 ORYSA 


Q5 jma3 


oryza sativ 


326 


48 . 5 


24 


. 7 


734 


2 


Q9U1V0 CAEEL 


Q9ulv0 


caenorhabdi 


327 


48 . 5 


24 


. 7 


735 


2 


Q60QX7 CAEBR 


Q6 0qx7 


caenorhabdi 


328 


48 . 5 


24 


. 7 


847 


2 


Q93U4 3 CARRU 


Q93u43 


carsonella 


329 


48 . 5 


24 


. 7 


1578 


2 


Q6CJC4 KLULA 


Q6c j C4 


kluyveromyc 


330 


48 . 5 


24 


. 7 


2246 


2 


Q6J514 BRARE 


Q6j514 


brachydanio 


331 


48 


24 


. 5 


121 


2 


Q6ZR71 HUMAN 


Q6zr71 


homo sapien 


332 


48 


24 


. 5 


149 


2 


Q5W956 9LILI 


Q5w956 


dioscorea p 


333 


48 


24 


. 5 


159 


2 


Q7P0T7 CHRVO 


Q7p0t7 


chromobacte 


334 


48 


24 


. 5 


160 


2 


Q68US9_PANTR 


Q68us9 


pan troglod 


335 


48 


24 


. 5 


205 


1 


FGFH NPVOP 


010284 


orgyia pseu 


336 


48 


24 


. 5 


217 


2 


Q9WJ6 DROME 


Q9 w j 6 


drosophila 


337 


48 


24 


. 5 


238 


2 


Q4TF8 0 TETNG 


Q4tf 80 


tetraodon n 


338 


48 


24 


. 5 


239 


2 


Q4 9YT5 STAS1 


Q4 9yt5 


staphylococ 


339 


48 


24 


. 5 


256 


2 


Q9CEI7_LACLA 


Q9cei7 


lactococcus 


340 


48 


24 


. 5 


308 


2 


Q9VWK2 DROME 


Q9vwk2 


drosophila 


341 


48 


24 


. 5 


310 


2 


Q9EMQ9 AMEPV 


Q9emq9 


amsacta moo 


342 


48 


24 


. 5 


324 


2 


Q8KVT3_DESDE 


Q8kvt3 


desulf ovibr 


343 


48 


24 


. 5 


330 


2 


Q7U9E7 SYNPX 


Q7u9e7 


synechococc 


344 


48 


24 


. 5 


334 


2 


Q67EX4 AEDAE 


Q67ex4 


aedes aegyp 


345 


48 


24 


. 5 


334 


2 


Q4Y2C7 PLACH 


Q4y2c7 


Plasmodium 


346 


48 


24 


. 5 


343 


2 


Q3UQ90 MOUSE 


Q3uq90 


mus musculu 


347 


48 


24 


. 5 


349 


2 


Q5XIL0 RAT 


Q5xil0 


rattus norv 


348 


48 


24 


. 5 


352 


1 


THI4 ALNGL 


Q3 87 09 


alnus gluti 


349 


48 


24 


. 5 


353 


2 


O8MRN0 DROME 


Q8mrn0 


drosophila 


350 


48 


24 


. 5 


370 


2 


Q75IK2 ORYSA 


Q75ik2 


oryza sativ 


351 


48 


24 


. 5 


371 


2 


Q6L576~ORYSA 


Q61576 


oryza sativ 


352 


48 


24 


.5 


391 


2 


Q5DPZ2_MOUSE 


Q5dpz2 


mus musculu 


353 


48 


24 


.5 


399 


2 


Q4 6UG9_RALEJ 


Q4 6ug9 


ralstonia e 


354 


48 


24 


.5 


404 


2 


Q3 8J52_HUMAN 


Q38j52 


homo sapien 


355 


48 


24 


.5 


405 


2 


Q3 95X8_BURS3 


Q395x8 


burkholderi 


356 


48 


24 


.5 


407 


2 


Q2NC86_9SPHN 


Q2nc86 


erythrobact 


357 


48 


24 


.5 


426 


2 


Q4ARF7_9BURK 


Q4arf7 


polaromonas 



358 


48 


24 


. 5 


428 


2 


Q3CS03 ALTAT 


Q3cs03 


pseudoalter 


359 


48 


24 


. 5 


436 


1 


FXL2 0_HUMAN 


Q96ig2 


homo sapien 


360 


48 


24 


. 5 


436 


1 


FXL2 0 MOUSE 


Q9czv8 


mus musculu 


361 


48 


24 


. 5 


436 


2 


Q3UMN2 MOUSE 


Q3umn2 


mus musculu 


362 


48 


24 


. 5 


436 


2 


Q6DCN6_XENLA 


Q6dcn6 


xenopus lae 


363 


48 


24 


. 5 


438 


2 


Q58DG6 BOVIN 


Q58dg6 


bos taurus 


364 


48 


24 


. 5 


441 


1 


CU063 HUMAN 


P586 58 


homo sapien 


365 


48 


24 


. 5 


441 


1 


CU063 PANTR 


Q68us5 


pan troglod 


366 


48 


24 


. 5 


447 


2 


Q5WDA1 BACSK 


Q5wdal 


bacillus cl 


367 


48 


24 


. 5 


464 


2 


Q4S948 TETNG 


Q4s948 


tetraodon n 


368 


48 


24 


.5 


474 


2 


Q8S9A6_PHAAN 


Q8s9a6 


phaseolus a 


369 


48 


24 


.5 


474 


2 


Q5DPZ4 MOUSE 


Q5dpz4 


mus musculu 


370 


48 


24 


. 5 


477 


2 


Q5DPZ3 MOUSE 


Q5dpz3 


mus musculu 


371 


48 


24 


. 5 


478 


2 


Q86S78 CAEEL 


Q86s78 


caenorhabdi 


372 


48 


24 


. 5 


484 


2 


Q6ZPJ2 MOUSE 


Q6 zpj 2 


mus musculu 


373 


48 


24 


. 5 


487 


2 


Q8H5J5 ORYSA 


Q8h5 j 5 


oryza sativ 


374 


48 


24 


. 5 


499 


2 


Q4XVI2 PLACH 


Q4 xvi2 


Plasmodium 


375 


48 


24 


. 5 


505 


2 


Q58L84 PENCA 


Q58184 


penici Ilium 


376 


48 


24 , 


. 5 


505 


2 


Q91AX0 9PAPI 


O91ax0 


human dsd i 1 

XXlAlLlt*4XX W/C4 k/X X> 


377 


48 


24 , 


. 5 


506 


2 


Q571F7 MOUSE 


Q571f 7 


mus musculu 

III \JL III \JL \JL. -1. vX 


378 


48 


24 , 


. 5 


527 


2 


Q9N510 CAEEL 


Q9n510 


caenorhabdi 


379 


48 


24 , 


. 5 


560 


2 


Q6WDC6 MASHI 


Q6wdc6 


mastomys hi 


380 


48 


24 . 


. 5 


561 


2 


076134 TETPY 


076134 


t e t r ahymena 


381 


48 


24 , 


. 5 


562 


2 


Q4P8B8 USTMA 


Q4p8b8 


ustilago ma 


382 


48 


24 , 


. 5 


563 


2 


Q8K2B7 MOUSE 


Q8k2b7 


mus musculu 


383 


48 


24 , 


. 5 


635 


1 


SWC4 CANAL 


Q5aa j 7 


Candida alb 


384 


48 


24 . 


. 5 


681 


2 


Q3FZ01_9DELT 


Q3f zOl 


pelobacter 


385 


48 


24 , 


. 5 


710 


2 


Q5DPZ6 MOUSE 


Q5dpz6 


mus musculu 


386 


48 


24 . 


. 5 


711 


2 


Q80Y83 MOUSE 


Q80y83 


mus musculu 


387 


48 


24 . 


. 5 


956 


2 


Q4 6 AV5 METBA 


04 6av5 


methanosarc 


388 


48 


24 . 


. 5 


996 


2 


Q4RP15 TETNG 


Q4rpl5 


tetraodon n 


389 


48 


24 , 


. 5 


998 


2 


Q8Q058 METMA 


Q8q058 


methanosarc 


390 


48 


24 . 


. 5 


1023 


2 


Q4P3G6 USTMA 


Q4p3q6 


ustilago ma 


391 


48 


24 , 


. 5 


1034 


2 


Q4RQ74 TETNG 


Q4rq74 


tetraodon n 


392 


48 


24 , 


. 5 


1170 


1 


TSP2 BOVIN 


Q95116 


bos taurus 


393 


48 


24 . 


. 5 


1172 


1 


TSP2 MOUSE 


Q03350 


mus musculu 


3 94 


48 


24 . 


. 5 


1172 


2 


Q8CG21_MOUSE 


Q8cg21 


mus musculu 


395 


48 


24 . 


. 5 


1416 


2 


Q7PW08 ANOGA 


Q7pw08 


anopheles g 


396 


48 


24 . 


, 5 


1619 


2 


Q54TK4 DICDI 


Q54tk4 


dictyosteli 


397 


48 


24 , 


. 5 


1641 


2 


Q512L1 ENTHI 


Q51211 


entamoeba h 


398 


48 


24 . 


, 5 


1913 


2 


Q9GR96_LEUMA 


Q9gr96 


leucophaea 


399 


48 


24 , 


. 5 


2023 


2 


096542 DROME 


096542 


drosophila 


400 


48 


24 , 


. 5 


2023 


2 


Q9V5Z9 DROME 


Q9v5z9 


drosophila 


401 


48 


24 . 


. 5 


2098 


2 


061YF2 CAEBR 


Q61yf 2 


papnoThabcii 


402 


48 


24 , 


. 5 


2543 


2 


031784 BACSU 


031784 


bacillus su 


403 


48 


24 . 


. 5 


2731 


2 


09VJT5 DROME 


Q9vj t5 


drosochila 


404 


48 


24 , 


, 5 


3328 


2 


08IJG6 PLAF7 


08 in ct6 


Plasmodium 


405 


48 


24 . 


. 5 


3367 


2 


Q9XZC9 DROME 


Q9xzc 9 


drosophila 


406 


48 


24 . 


. 5 


3375 


2 


Q8IP51 DROME 


Q8ip51 


drosophila 


407 


48 


24 , 


, 5 


3512 


2 


062524 9DIPT 


062524 


chi ronomus 


408 


47.5 


24 . 


.2 


133 


2 


Q2SWN3~BURTH 


Q2swn3 


burkholderi 


409 


47 .5 


24 . 


, 2 


154 


2 


Q3JRF6JBURP1 


Q3jrf6 


burkholderi 


410 


47 .5 


24 . 


2 


168 


2 


Q84LI5_PRUAR 


Q84li5 


prunus arme 


411 


47.5 


24 . 


2 


179 


2 


Q63V17_BURPS 


Q63vl7 


burkholderi 


412 


47.5 


24 . 


, 2 


192 


1 


Y52 5_BUCAP 


Q8k934 


buchnera ap 


413 


47.5 


24 . 


, 2 


231 


2 


Q5MQL6_PRUAR 


Q5mql6 


prunus arme 


414 


47.5 


24 . 


, 2 


236 


2 


Q5B2Z0_EMENI 


Q5b2z0 


aspergillus 



415 


47 . 


5 


24 . 


2 


239 


2 


Q3GM90 9GAMM 


Q3gm90 


psychrobact 


416 


47 . 


5 


24 . 


2 


242 


2 


Q7VJ88 HELHP 


Q7vj8 8 


helicobacte 


417 


47 . 


5 


24 . 


, 2 


268 


2 


Q6L3S6 SOLDE 


Q6l3s6 


solanum dem 


418 


47 . 


5 


24 . 


2 


283 


2 


Q4C8E8 CROWT 


Q4c8e8 


crocosphaer 


419 


47 . 


5 


24 . 


2 


309 


2 


Q60BI9 METCA 


Q60bi9 


methylococc 


420 


47 . 


5 


24 , 


2 


324 


2 


Q54NM1 DICDI 


Q54nml 


dictyosteli 


421 


47 . 


5 


24 . 


2 


336 


2 


Q5XWK5 SOLTU 


Q5xwk5 


solanum tub 


422 


47 . 


5 


24 . 


2 


341 


2 


Q4X2E1 PLACH 


Q4x2el 


Plasmodium 


423 


47 . 


5 


24 . 


2 


356 


2 


Q9XZR4 BOMMO 


Q9xzr4 


bombyx mori 


424 


47 . 


5 


24 . 


, 2 


358 


2 


Q93163 CAEEL 


Q93163 


caenorhabdi 


425 


47 . 


5 


24 . 


, 2 


360 


2 


Q5VMA5 ORYSA 


Q5vma5 


oryza sativ 


426 


47 . 


5 


24 . 


2 


377 


2 


Q93F4 6 EDWTA 


Q93f 46 


edwardsiell 


427 


47 . 


5 


24 , 


.2 


408 


2 


Q4JU56 CORJK 


Q4ju56 


corynebacte 


428 


47 . 


5 


24 . 


. 2 


430 


2 


Q8MSI9 DROME 


Q8msi9 


drosophila 


429 


47 . 


5 


24 . 


, 2 


441 


2 


Q6MGZ3 BDEBA 


Q6mgz3 


bdellovibri 


430 


47 . 


5 


24 . 


, 2 


450 


2 


Q5WKS4~BACSK 


Q5wks4 


bacillus cl 


431 


47 . 


5 


24 . 


, 2 


457 


2 


Q57NW4 SALCH 


Q57nw4 


salmonella 


432 


47 . 


5 


24 , 


. 2 


457 


2 


Q8ZP57_SALTY 


Q8zp57 


salmonella 


433 


47 . 


5 


24 . 


, 2 


477 


2 


Q3XBN3 METFL 


Q3xbn3 


methylobaci 


434 


47 . 


5 


24 . 


, 2 


482 


2 


Q8TWE2 METKA 


Q8twe2 


me t hanopy ru 


435 


47 . 


5 


24 . 


, 2 


546 


2 


Q3RP54 RALME 


Q3rp54 


ralstonia m 


436 


47 . 


5 


24 , 


. 2 


550 


2 


Q4IMS4 GIBZE 


Q4ims4 


gibberella 


437 


47 . 


5 


24 . 


, 2 


551 


2 


Q6IRN5 XENLA 


Q6irn5 


xenopus lae 


438 


47 . 


5 


24 . 


. 2 


563 


2 


Q4CL4 9 TRYCR 


Q4cl49 


t rypanosoma 


439 


47 . 


5 


24 . 


, 2 


565 


2 


056951 9PAPI 


056951 


human papil 


440 


47 . 


5 


24 . 


, 2 


593 


2 


Q4 08X6 9RHOB 


Q408x6 


j annaschia 


441 


47 . 


5 


24 . 


. 2 


606 


2 


Q5ZLR8 CHICK 


Q5zlr8 


gallus gall 


442 


47 . 


5 


24 . 


. 2 


632 


2 


Q9VHC7 DROME 


Q9vhc7 


drosophila 


443 


47 . 


5 


24 , 


. 2 


646 


2 


Q68G2 9 RAT 


Q68g29 


rattus norv 


444 


47 . 


5 


24 , 


. 2 


649 


1 


TFE2 MESAU 


P98180 


mesocricetu 


445 


47 . 


5 


24 , 


. 2 


649 


1 


TFE2 RAT 


P21677 


rattus norv 


446 


47 . 


5 


24 . 


. 2 


649 


2 


Q4VY4 7 RAT 


Q4vy4 7 


rattus norv 


447 


47 . 


5 


24 


. 2 


651 


1 


TFE2 MOUSE 


P15806 


mus musculu 


448 


47 . 


5 


24 


. 2 


651 


2 


Q2U613 ASPOR 


Q2u613 


aspergillus 


449 


47 . 


5 


24 


. 2 


651 


2 


Q3U153 MOUSE 


Q3ul53 


mus musculu 


450 


47 . 


5 


24 


. 2 


667 


1 


HPS1 MAC FA 


Q60hf 3 


macaca fasc 


451 


47 . 


5 


24 


. 2 


678 


2 


Q5WTJ4 LEGPL 


Q5wt j4 


legionella 


452 


47 . 


5 


24 


. 2 


678 


2 


Q5X1T3 LEGPA 


Q5xlt3 


legionella 


453 


47 . 


5 


24 


. 2 


678 


2 


Q5ZSB2 LEGPH 


Q5zsb2 


legionella 


454 


47 . 


5 


24 


. 2 


707 


2 


Q5XLR3 BRARE 


Q5xlr3 


brachydanio 


455 


47 . 


5 


24 


. 2 


727 


2 


Q10915 CAEEL 


Q10915 


caenorhabdi 


456 


47 . 


5 


24 


. 2 


816 


2 


Q4J7K9 SULAC 


Q4j7k9 


sulf olobus 


457 


47 . 


5 


24 


. 2 


821 


2 


Q4CLX2 TRYCR 


Q4clx2 


t rypanosoma 


458 


47 . 


5 


24 


. 2 


880 


2 


Q5WN84 CAE BR 


Q5wn84 


caenorhabdi 


459 


47 . 


5 


24 


. 2 


887 


2 


Q5ACT1 CANAL 


Q5actl 


Candida alb 


460 


47 . 


5 


24 


. 2 


887 


2 


Q8J0T7 CANAL 


Q8j 0t7 


Candida alb 


461 


47 . 


5 


24' 


. 2 


894 


2 


Q4IKG3 GIBZE 


Q4ikg3 


gibberella 


462 


47 . 


5 


24 


. 2 


928 


2 


Q3P5S3 9GAMM 


Q3p5s3 


shewanella 


463 


47 , 


5 


24 


. 2 


1013 


2 


Q6 Z9M8 ORYSA 


Q6 z9m8 


oryza sativ 


464 


47 . 


5 


24 


. 2 


1141 


2 


Q9FG25 ARATH 


Q9f g25 


arabidopsis 


465 


47 . 


5 


24 


. 2 


1221 


2 


Q54LU8 DICDI 


Q541u8 


dictyosteli 


466 


47 . 


5 


24 


.2 


1226 


2 


Q55GF2~DICDI 


Q55gf2 


dictyosteli 


467 


47 . 


5 


24 


. 2 


1383 


2 


Q6 92Ml_9CORO 


Q692ml 


porcine epi 


468 


47. 


5 


24 


.2 


1746 


2 


Q8WY19_HUMAN 


Q8wyl9 


homo sap i en 


469 


47 . 


5 


24 


.2 


2012 


1 


DSCAM_HUMAN 


060469 


homo sapien 


470 


47 . 


5 


24 


.2 


2013 


2 


Q8VHZ8JRAT 


Q8vhz8 


rattus norv 


471 


47. 


5 


24 


.2 


2013 


2 


Q9ERC8_MOUSE 


Q9erc8 


mus musculu 



472 


47.5 


24 


.2 


2023 


2 


Q59GH3^ 


_HUMAN 


Q5 9gh3 


homo sapien 


473 


47 


24 


.0 


106 


2 


Q8XTX1 


_RALSO 


Q8xtxl 


ralstonia s 


474 


47 


24 


. 0 


110 


2 


Q9EMG4 


_AMEPV 


Q9emg4 


amsacta moo 


475 


47 


24 


.0 


147 


2 


Q6V4Z9* 


_RABIT 


Q6v4z9 


oryctolagus 


476 


47 


24 


. 0 


164 


2 


Q9RTW2^ 


_DEIRA 


Q9rtw2 


deinococcus 


477 


47 


24 


. 0 


173 


2 


Q9CRZ3* 


_MOUSE 


Q9crz3 


mus musculu 


478 


47 


24 


. 0 


178 


2 


Q5SX52~ 


_MOUSE 


Q5sx52 


mus musculu 


479 


47 


24 


. 0 


186 


2 


Q58WZ4^ 


_ORENI 


Q58wz4 


oreochromis 


480 


47 


24 


. 0 


204 


2 


Q4FLY9* 


_PELUB 


Q4f ly9 


pelagibacte 


481 


47 


24 


. 0 


204 


2 


Q2ME94 


_9HIV1 


Q2me94 


human immun 


482 


47 


24 


.0 


219 


1 


VA41_VACCC 


P21064 


vaccinia vi 


483 


47 


24 


. 0 


219 


2 


057242 


_9POXV 


057242 


vaccinia vi 


484 


47 


24 


. 0 


219 


2 


Q4 9PE3" 


_9POXV 


Q4 9pe3 


vaccinia vi 


485 


47 


24 


. 0 


219 


2 


Q77TH2 


_VACCT 


Q77th2 


vaccinia vi 


486 


47 


24 


. 0 


228 


2 


Q54XS4* 


_DICDI 


Q54XS4 


dictyosteli 


487 


47 


24 


.0 


230 


2 


Q7PVR1 


_ANOGA 


Q7pvrl 


anopheles g 


488 


47 


24 


. 0 


267 


1 


FIBL_GALME 


Q26427 


galleria me 


489 


47 


24 


. 0 


272 


2 


Q9LP59 


_ARATH 


Q91p59 


arabidopsis 


490 


47 


24 


. 0 


301 


2 


Q3K4M4 


_PSEPF 


Q3k4m4 


pseudomonas 


491 


47 


24 


. 0 


304 


2 


Q2TTW4 


_ECOLI 


Q2ttw4 


escherichia 


492 


47 


24 


. 0 


315 


2 


Q5I0M0 


_RAT 


Q5i0m0 


rattus norv 


493 


47 


24 


. 0 


325 


2 


Q2ZGN0~ 


_CALSA 


Q2zgn0 


caldicellul 


494 


47 


24 


.0 


331 


2 


Q7XR97^ 


_ORYSA 


Q7xr97 


oryza sativ 


495 


47 


24 


.0 


341 


2 


Q6Z5M7* 


_ORYSA 


Q6z5m7 


oryza sativ 


496 


47 


24 


. 0 


345 


2 


Q5UXK5 


_HALMA 


Q5uxk5 


haloarcula 


497 


47 


24 


.0 


345 


2 


Q9D4L3~ 


_MOUSE 


Q9d4l3 


mus musculu 


498 


47 


24 


.0 


356 


2 


Q3WK37 


_9ACTO 


Q3wk3 7 


f rankia sp . 


499 


47 


24 


. 0 


368 


2 


Q55EN3^ 


JDICDI 


Q55en3 


dictyosteli 


500 


47 


24 


. 0 


387 


2 


Q6TFV1* 


_ERWAM 


Q6tfvl 


erwinia amy 



ALIGNMENTS 



RESULT 1 
IAPP_MOUSE 

ID IAPP_MOUSE STANDARD; PRT; 93 AA. 

AC P12 968; 

DT 01-OCT-1989, integrated into UniProtKB/Swiss-Prot . 

DT 01-OCT-1989, sequence version 1. 

DT 07-FEB-2006, entry version 49. 

DE Islet amyloid polypeptide precursor (Diabetes-associated peptide) 

DE (DAP) (Amylin) . 

GN Name=Iapp; 

OS Mus musculus (Mouse) . 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Euarchontoglires ; Glires; Rodentia; Sciurognathi ; 

OC Muroidea; Muridae; Murinae; Mus. 

OX NCB I_TaxID= 1 0090; 

RN [1] 

RP NUCLEOTIDE SEQUENCE. 

RX MEDLINE=89345542 ; PubMed=266894 6 ; 

RA Nishi M., Chan S.J., Nagamatsu S., Bell G.I., Steiner D.F.; 

RT "Conservation of the sequence of islet amyloid polypeptide in five 

RT mammals is consistent with its putative role as an islet hormone."; 

RL Proc. Natl. Acad. Sci. U.S.A. 86:5738-5742(1989). 

RN [2] 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



July 17, 2006, 19:40:45 ; Search time 91.8102 Seconds 

(without alignments) 
184.261 Million cell updates/sec 

US-10-649-138A-44 
112 

1 XXNTATXATQRLXNFLXXXXXNXGXXLXXTXVGSNTY 37 
BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 2589679 seqs, 457216429 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



2589679 



Post-processing: 



Database 



Minimum Match 0% 

Maximum Match 100% 

Listing first 500 summaries 

A_Geneseq_8 : * 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 



geneseqpl98 0s : * 
geneseqpl990s : * 
geneseqp2000s : * 
geneseqp2001s : * 
geneseqp2002s : * 
geneseqp2003as : * 
geneseqp2003bs : * 
geneseqp2004s : * 
geneseqp2005s : * 
geneseqp2006s : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 

Result Query 

No. Score Match Length DB ID 



Description 



1 


106 


94 .6 


37 


9 


AEB98256 


Aeb98256 


2 


105 


93.8 


37 


2 


AAR37781 


Aar37781 


3 


105 


93 . 8 


37 


9 


ADV92862 


Adv92862 


4 


105 


93 .8 


37 


9 


AEB17961 


Aebl7961 


5 


105 


93 .8 


37 


9 


AEC75184 


Aec75184 


6 


104 


92 .9 


36 


2 


AAR29197 


Aar29197 


7 


104 


92.9 


36 


2 


AAR37782 


Aar37782 



Human amy 
2, 7-cyclo 
Amy 1 in pe 
Human amy 
Human amy 
Des-Lys (1 
des-Lysl 



8 


104 


92 


. 9 


36 


2 


AAY22436 


Aay22436 


Des-Lysl 


9 


104 


92 


. 9 


36 


3 


AAB18575 


Aabl8575 


Amino aci 


10 


104 


92 


. 9 


36 


5 


ABB05488 


Abb05488 


Human amy 


11 


104 


92 


. 9 


36 


8 


ADI36174 


Adi36174 


Human amy 


12 


104 


92 


. 9 


36 


8 


ADO51018 


Ado51018 


Human amy 


13 


104 


92 


. 9 


36 


9 


ADV92835 


Adv92 8 35 


Amy 1 in pe 


14 


104 


92 


. 9 


36 


9 


AEB17934 


Aebl7934 


Human amy 


15 


104 


92 


. 9 


36 


9 


AEB98244 


Aeb98244 


Human amy 


16 


104 


92 


. 9 


36 


9 


AEB98253 


Aeb98253 


Human amy 


17 


104 


92 


. 9 


36 


9 


AEC75159 


Aec75159 


Human amy 


18 


104 


92 


. 9 


37 


1 


AAP82573 


Aap82573 


Diabetes 


19 


104 


92 


. 9 


37 


2 


AAR29613 


Aar29613 


Human amy 


20 


104 


92 


. 9 


37 


2 


AAR29214 


Aar29214 


lie (17) Ar 


21 


104 


92 


. 9 


37 


2 


AAR37795 


Aar37795 


[ (D) -Argl 


22 


104 


92 


. 9 


37 


2 


AAR37783 


Aar37783 


Alal-huma 


23 


104 


92 


. 9 


37 


2 


AAR38818 


Aar38818 


Ilel7, Ar 


24 


104 


92 


. 9 


37 


2 


AAR37784 


Aar37784 


Serl-huma 


25 


104 


92 


. 9 


37 


2 


AAR62731 


Aar62731 


Human amy 


26 


104 


92 


. 9 


37 


2 


AAR45943 


Aar45 943 


Diabetes 


27 


104 


92 


. 9 


37 


2 


ADD11652 


Addll652 


Human amy 


28 


104 


92 


. 9 


37 


2 


AAR94457 


Aar94457 


Human amy 


29 


104 


92 


. 9 


37 


2 


AAW26205 


Aaw2 62 05 


Synthetic 


30 


104 


92 


. 9 


37 


2 


AAW22581 


Aaw22581 


Amy 1 in ag 


31 


104 


92 


. 9 


37 


2 


AAW99228 


Aaw99228 


Amy 1 in, o 


32 


104 


92 


. 9 


37 


2 


AAW74598 


Aaw74 5 98 


Amino aci 


33 


104 


92 


. 9 


37 


2 


AAW74594 


Aaw74594 


Amino aci 


34 


104 


92 


. 9 


37 


2 


AAY22451 


Aay22451 


Ilel7, Ar 


35 


104 


92 


. 9 


37 


2 


AAW90156 


Aaw90156 


Human amy 


36 


104 


92 


. 9 


37 


2 


AAY29575 


Aay2 9575 


Diabetes 


37 


104 


92 


. 9 


37 


3 


AAY53662 


Aay53662 


Amino aci 


38 


104 


92 


. 9 


37 


3 


AAB18591 


Aabl8591 


Amino aci 


39 


104 


92 


. 9 


37 


3 


AAB26772 


Aab26772 


Variant h 


40 


104 


92 


. 9 


37 


4 


AAB91157 


Aab91157 


Pancreati 


41 


104 


92 


. 9 


37 


4 


AAB91143 


Aab91143 


Pancreati 


42 


104 


92 


. 9 


37 


4 


AAB91156 


Aab91156 


Pancreati 


43 


104 


92 


. 9 


37 


4 


AAB91144 


Aab91144 


Pancreati 


44 


104 


92 


. 9 


37 


4 


AAE09820 


Aae09820 


Human amy 


45 


104 


92 


. 9 


37 


5 


ABB05506 


Abb05506 


Human amy 


46 


104 


92 


. 9 


37 


5 


ABB83307 


Abb83307 


Human isl 


47 


104 


92 


. 9 


37 


6 


ABP55107 


Abp55107 


Human amy 


48 


104 


92 


. 9 


37 


6 


ABR42814 


Abr42814 


Human amy 


49 


104 


92 


. 9 


37 


6 


ABU63072 


Abu63072 


Human amy 


50 


104 


92 


. 9 


37 


7 


ADE51617 


Ade51617 


Amy 1 in pe 


51 


104 


92 


. 9 


37 


8 


ADF09698 


Adf 09698 


Human isl 


52 


104 


92 


. 9 


37 


8 


ADI36190 


Adi36190 


Human amy 


53 


104 


92 


. 9 


37 


8 


ADM94032 


Adm9403 2 


Human amy 


54 


104 


92 


. 9 


37 


8 


ADN00695 


Adn00695 


Human IAP 


55 


104 


92 


. 9 


37 


8 


ADN16157 


Adnl6157 


Human pep 


56 


104 


92 


. 9 


37 


8 


ADP18437 


Adpl84 3 7 


Neurogene 


57 


104 


92 


. 9 


37 


8 


ADO51034 


Ado51034 


Human amy 


58 


104 


92 


. 9 


37 


8 


ADS16258 


Adsl6258 


Human isl 


59 


104 


92 


. 9 


37 


9 


ADV92853 


Adv92853 


Amy 1 in pe 


60 


104 


92 


. 9 


37 


9 


ADV92829 


Adv9282 9 


Amy 1 in pe 


61 


104 


92 


. 9 


37 


9 


ADV92 863 


Adv92863 


Amy 1 in pe 


62 


104 


92 


.9 


37 


9 


ADV92869 


Adv9286 9 


Amy 1 in pe 


63 


104 


92 


.9 


37 


9 


ADV92864 


Adv92864 


Amy 1 in pe 


64 


104 


92 


.9 


37 


9 


ADV99113 


Adv99113 


Rat islet 



65 


104 


92 


. 9 


37 


9 


ADY58533 


Ady58533 


Human 


amy 


66 


104 


92 


. 9 


37 


9 


ADY78387 


Ady783 87 


Human 


isl 


67 


104 


92 


. 9 


37 


9 


ADZ00288 


Adz00288 


Human 


isl 


68 


104 


92 


. 9 


37 


9 


AEB17927 


Aebl7927 


Human 


amy 


69 


104 


92 


. 9 


37 


9 


AEB17962 


Aebl7962 


Human 


amy 


70 


104 


92 


. 9 


37 


9 


AEB17952 


Aebl7952 


Human 


amy 


71 


104 


92 


. 9 


37 


9 


AEB17963 


Aebl7963 


Human 


amy 


72 


104 


92 


. 9 


37 


9 


AEB17928 


Aebl7928 


Human 


amy 


73 


104 


92 


. 9 


37 


9 


AEB17968 


Aebl7968 


Human 


amy 


74 


104 


92 


. 9 


37 


9 


AEC64647 


Aec64647 


Human 


IAP 


75 


104 


92 


. 9 


37 


9 


AEB98255 


Aeb98255 


Human 


amy 


76 


104 


92 


. 9 


37 


9 


AEB98257 


Aeb98257 


Human 


amy 


77 


104 


92 


. 9 


37 


9 


AEB98270 


Aeb98270 


Human 


amy 


78 


104 


92 


. 9 


37 


9 


AEB98182 


Aeb98182 


Human 


hor 


79 


104 


92 


. 9 


37 


9 


AEB98254 


Aeb98254 


Human 


amy 


80 


104 


92 


. 9 


37 


9 


AEC75185 


Aec75185 


Human 


amy 


81 


104 


92 


. 9 


37 


9 


AEC75128 


Aec75128 


Human 


amy 


82 


104 


92 


. 9 


37 


9 


AEC7517 5 


Aec75175 


Human 


amy 


83 


104 


92 


. 9 


37 


9 


AEC75186 


Aec75186 


Human 


amy 


84 


104 


92 


. 9 


55 


2 


AAR53703 


Aar53703 


Diabetes 


85 


104 


92 


. 9 


62 


10 


AEE86676 


Aee86676 Human amy 


86 


104 


92 


. 9 


70 


3 


AAY57075 


Aay57075 


Islet 


amy 


87 


104 


92 


. 9 


72 


2 


AAR62742 


Aar62742 


Immunogen 


88 


104 


92 


. 9 


89 


2 


AAW22077 


Aaw22077 


Human 


pre 


89 


104 


92 


. 9 


89 


3 


AAY57074 


Aay57074 


Diabetes 


90 


104 


92 


. 9 


89 


3 


AAB26771 


Aab26771 


Human 


pre 


91 


104 


92 


. 9 


89 


6 


ABP58431 


Abp58431 Human isl 


92 


104 


92 


. 9 


89 


9 


AEB0 9210 


Aeb09210 


Islet 


amy 


93 


104 


92 


. 9 


89 


10 


AEE86635 


Aee86635 Human amy 


94 


104 


92 


. 9 


103 


10 


AEE86637 


Aee8 663 7 Human amy 


95 


104 


92 


. 9 


274 


3 


AAB26776 


Aab2 67 76 


Human 


gro 


96 


103 


92 


. 0 


36 


2 


AAR29219 


Aar29219 


Des-Lys (1 


97 


103 


92 


. 0 


36 


2 


AAR38823 


Aar38823 


(Des-Lysl 


98 


103 


92 


. 0 


36 


2 


AAY22456 


Aay22456 
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ALIGNMENTS 



RESULT 1 
AEB98256 

ID AEB98256 standard; peptide; 37 AA. 
XX 

AC AEB98256; 
XX 

DT 03-NOV-2005 (first entry) 
XX 

DE Human amylin hormone analog SEQ ID 80. 
XX 

KW Hormone; fusion protein; metabolism; appetite inhibition; Antidiabetic; 

KW Anorectic; Hypotensive; Antilipemic; Cardiovascular-Gen.; 

KW Eating-Disorders -Gen. ; Neuroprotective; Ophthalmological ; Nephrotropic; 

KW Gastrointestinal-Gen. ; Antiinflammatory; cytostatic; Antidiarrheic ; 

KW Antiulcer; hypertension; dyslipidemia; cardiovascular disease; 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



Title: 

Perfect score : 
Sequence : 

Scoring table: 



July 17, 2006, 20:11:15 ; Search time 24.8339 Seconds 

(without alignments) 
130.412 Million cell updates/sec 

US-10-649-138A-44 
112 

1 XXNTATXATQRLXNFLXXXXXNXGXXLXXTXVGSNTY 37 



BLOSUM62 
Gapop 10.0 



Gapext 0 . 5 

Searched: 650591 seqs, 87530628 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



650591 



Post-processing : 



Minimum Match 0% 

Maximum Match 100% 

Listing first 500 summaries 



Database 



Issued_Patents_AA: * 

1 : /EMC_Celerra_SIDS3 

2 : /EMC_Celerra_SIDS3 

3 : /EMC_Celerra_SIDS3 

4 : /EMC_Celerra_SIDS3 

5 : /EMC_Celerra_SIDS3 

6 : /EMC_Celerra_SIDS3 

7: /EMC Celerra SIDS3 



/pt odat a / 2 / iaa/ 5_COMB . pep : * 
/ptodata/2/iaa/6_COMB.pep: * 
/ptodata/2/iaa/7_COMB.pep: * 
/ptodata/2/iaa/H_COMB.pep: * 
/ptodata/2/iaa/PCTUS_COMB.pep: * 
/ptodata/2/iaa/RE_COMB.pep: * 
/ptodata/2/iaa/backf ilesl .pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 



Result 
No. 


Score 


Query 

Match Length DB 


ID 








Description 


1 


105 


93 


8 


37 


1 


US- 


08 


-892- 


549-34 


Sequence 34, Appl 


2 


105 


93 


8 


37 


2 


US- 


09 


-454- 


533-34 


Sequence 34, Appl 


3 


104 


92 


9 


36 


1 


US- 


08 


-477- 


727A-79 


Sequence 79, Appl 


4 


104 


92 


9 


36 


1 


US- 


08 


-471- 


675A-5 


Sequence 5, Appli 


5 


104 


92 


9 


36 


1 


US- 


08 


-892- 


549-7 


Sequence 7, Appli 


6 


104 


92 


9 


36 


2 


us- 


08 


-302- 


069A-4 


Sequence 4 , Appli 


7 


104 


92 


9 


36 


2 


us- 


09 


-576- 


062A-4 


Sequence 4 , Appli 


8 


104 


92 


9 


36 


2 


us- 


09 


-454- 


533-7 


Sequence 7, Appli 


9 


104 


92 


9 


37 


1 


us- 


07 


-794- 


288D-1 


Sequence 1, Appli 


10 


104 


92 


9 


37 


1 


us- 


08 


-233- 


389C-10 


Sequence 10, Appl 



11 


104 


92 , 


, 9 


37 


1 


US- 


08- 


477- 


727A-99 


Sequence 


99, Appl 


12 


104 


92 . 


, 9 


37 


1 


us- 


08- 


446- 


692-66 


Sequence 


66, Appl 


13 


104 


92 . 


, 9 


37 


1 


US- 


08- 


471- 


675A-21 


Sequence 


21, Appl 


14 


104 


92 . 


, 9 


37 


1 


us- 


08- 


259- 


762-1 


Sequence 


1, Appli 


15 


104 


92 . 


, 9 


37 


1 


US- 


08- 


259- 


762-4 


Sequence 


4, Aopli 


16 


104 


92 . 


, 9 


37 


1 


US- 


08- 


259- 


762-5 


Sequence 


5, Appli 


17 


104 


92 . 


, 9 


37 


1 


us- 


08- 


801- 


863-10 


Sequence 


10, Appl 


18 


104 


92 , 


, 9 


37 


1 


us- 


08- 


486- 


596A-10 


Sequence 


10, Appl 


19 


104 


92 . 


, 9 


37 


1 


us- 


08- 


488- 


351A-66 


Sequence 


66, Appl 


20 


104 


92 . 


, 9 


37 


1 


us- 


09- 


004- 


713-10 


Sequence 


10, Appl 


21 


104 


92 . 


, 9 


37 


1 


us- 


08- 


892- 


549-1 


Sequence 


1, Appli 


22 


104 


92 . 


, 9 


37 


1 


us- 


08- 


892- 


549-25 


Sequence 


25, Appl 


23 


104 


92 , 


, 9 


37 


1 


us- 


08- 


892- 


549-35 


Sequence 


35, Appl 


24 


104 


92 . 


, 9 


37 


1 


us- 


08- 


892- 


549-36 


Sequence 


36, Appl 


25 


104 


92 , 


, 9 


37 


1 


us- 


08- 


892- 


549-41 


Sequence 


41, Appl 


26 


104 


92 . 


, 9 


37 


2 


us- 


08- 


784- 


582-54 


Sequence 


54, Appl 


27 


104 


92 . 


, 9 


37 


2 


US- 


08- 


302- 


069A-20 


Sequence 


20, Appl 


28 


104 


92 , 


, 9 


37 


2 


US- 


09- 


070- 


504-16 


Sequence 


16, Appl 


29 


104 


92 , 


, 9 


37 


2 


us- 


09- 


576- 


062A-20 


Sequence 


20, Appl 


30 


104 


92 . 


, 9 


37 


2 


us- 


09- 


454- 


533-1 


Sequence 


1, Appli 


31 


104 


92 . 


, 9 


37 


2 


us- 


09- 


454- 


533-25 


Sequence 


25, Appl 


32 


104 


92 , 


, 9 


37 


2 


us- 


09- 


454- 


533-35 


Sequence 


35, Appl 


33 


104 


92 , 


, 9 


37 


2 


us- 


09- 


454- 


533-36 


Sequence 


36, Appl 


34 


104 


92 , 


, 9 


37 


2 


us- 


09- 


454- 


533-41 


Sequence 


41, Appl 


35 


104 


92 , 


, 9 


37 


2 


US- 


09- 


813 - 


345C-16 


Sequence 


16, Appl 


36 


104 


92 , 


, 9 


37 


2 


US- 


09- 


875- 


571A-1 


Sequence 


1, Appli 


37 


104 


92 . 


, 9 


37 


2 


us- 


09- 


623- 


548A-317 


Sequence 


317, App 


38 


104 


92 . 


, 9 


37 


2 


us- 


09- 


623- 


548A-318 


Sequence 


318, App 


39 


104 


92 . 


, 9 


37 


2 


us- 


09- 


623- 


548A-330 


Sequence 


33 0, App 


40 


104 


92 , 


, 9 


37 


2 


US- 


09- 


623- 


548A-331 


Sequence 


3 31, App 


41 


104 


92 , 


, 9 


37 


2 


us- 


09- 


509- 


306A-1 


Sequence 


1, Appli 


42 


104 


92 . 


. 9 


37 


2 


us- 


09- 


657- 


276-317 


Sequence 


317, App 


43 


104 


92 , 


, 9 


37 


2 


us- 


09- 


657- 


276-318 


Sequence 


318, App 


44 


104 


92 . 


. 9 


37 


2 


us- 


09- 


657- 


276-330 


Sequence 


33 0, App 


45 


104 


92 . 


, 9 


37 


2 


us- 


09- 


657- 


276-331 


Sequence 


331, App 


46 


104 


92 . 


. 9 


37 


2 


us- 


10- 


850- 


055-7 


Sequence 


7, Appli 


47 


104 


92 . 


. 9 


37 


2 


us- 


10- 


850- 


055-35 


Sequence 


35, Appl 


48 


104 


92 , 


, 9 


37 


7 


5260275-1 




Patent No, 


5260275 


49 


104 


92 , 


, 9 


37 


7 


5424221-1 




Patent No. 


, 5424221 


50 


104 


92 , 


, 9 


37 


7 


5424221-6 




Patent No. 


, 5424221 


51 


104 


92 . 


. 9 


72 


1 


US- 


08- 


446- 


692-92 


Sequence 


92 , Appl 


52 


104 


92 . 


. 9 


72 


1 


US- 


08- 


488- 


351A-92 


Sequence 


92 , Appl 


53 


104 


92 . 


. 9 


89 


2 


US- 


08- 


784- 


582-53 


Sequence 


53, Appl 


54 


104 


92 . 


, 9 


274 


2 


us- 


08- 


784- 


582-71 


Sequence 


71, Appl 


55 


103 


92 , 


. 0 


36 


1 


us- 


08- 


477- 


727A-104 


Sequence 


104, App 


56 


103 


92 . 


. 0 


36 


1 


us- 


08- 


471- 


675A-26 


Sequence 


26, Appl 


57 


103 


92 


. 0 


36 


2 


us- 


08- 


302- 


069A-25 


Sequence 


25, Appl 


58 


103 


92 , 


. 0 


36 


2 


us- 


09- 


576- 


062A-25 


Sequence 


25, Appl 


59 


103 


92 , 


. 0 


37 


1 


us- 


08- 


477- 


727A-103 


Sequence 


103, App 


60 


103 


92 


, 0 


37 


1 


us- 


08- 


477- 


727A- 105 


Sequence 


105, App 


61 


103 


92 


. 0 


37 


1 


us- 


08- 


471- 


675A-25 


Sequence 


25, Appl 


62 


103 


92 


. 0 


37 


1 


us- 


08- 


471- 


675A-27 


Sequence 


27, Appl 


63 


103 


92 


. 0 


37 


1 


us- 


08- 


892- 


549-29 


Sequence 


29, Appl 


64 


103 


92 


. 0 


37 


1 


us- 


08- 


892- 


549-31 


Sequence 


31, Appl 


65 


103 


92 


. 0 


37 


2 


us- 


08- 


302- 


069A-24 


Sequence 


24, Appl 


66 


103 


92 , 


, 0 


37 


2 


us- 


08- 


302- 


069A-26 


Sequence 


26, Appl 


67 


103 


92 , 


. 0 


37 


2 


us- 


09- 


576- 


062A-24 


Sequence 


24, Appl 



68 


103 


92 . 


o 


37 


2 


US - 09 


69 


103 


92 . 


o 


3 7 


2 


Tjq_ 0 9 


70 


103 


92 . 


o 


37 


2 


US - 09 


71 


102 


91 . 


1 


36 


1 


US - 08 


72 


102 


91 . 


1 


36 


2 


US - 09 


73 


102 


91 . 


1 


37 


1 


US - 08 


74 


102 


91 . 


1 


37 


1 


US - 08 


75 


102 


91 . 


1 


37 


1 


US-08 


76 


102 


91 . 


1 


37 


1 


US-08 


77 


102 


91 . 


1 


37 


1 


US-08 


78 


102 


91 . 


1 


37 


1 


US-08 


79 


102 


91 . 


1 


37 


1 


US-08 


80 


102 


91 . 


1 


37 


1 


US-08 


81 


102 


91 . 


1 


37 


1 


US-08 


82 


102 


91 . 


1 


37 


1 


US-08 


83 


102 


91 . 


1 


37 


1 


US - 08 


84 


102 


91 . 


1 


37 


1 


US-08 


85 


102 


91 . 


1 


37 


1 


US-08 


86 


102 


91 . 


1 


37 


1 


US-08 


87 


102 


91 . 


1 


37 


1 


US-08 


88 


102 


91 . 


1 


37 


2 


US-08 


89 


102 


91 . 


1 


37 


2 


US-08 


90 


102 


91 . 


1 


3 7 


2 


U9,- 0 8 


91 


102 


91 . 


1 


3 7 


2 


US-09 


92 


102 


91 . 


1 


3 7 


2 


UG_ 0 9 


93 


102 


91 . 


1 


3 7 


2 


US-09 


94 


102 


91 . 


1 


37 


2 


US-09 


95 


102 


91 . 


1 


37 


2 


US-0 9 


96 


102 


91 . 


1 


3 7 


2 


US-09 


97 


102 


91 . 


1 


37 


2 


US - 09 


98 


102 


91 . 


1 


3 7 


2 


US-09 


99 


102 


91 . 


1 


37 


2 


US-0 9 


100 


102 


91 . 


1 


3 7 


2 


US-0 9 


101 


102 


91 . 


1 


37 


2 


US - 0 9 


102 


102 


91 . 


1 


3 7 


2 


US-09 


103 


102 


91 . 


1 


3 7 


2 


US-0 9 


104 


102 


91 . 


1 


37 


2 


US-0 9 


105 


101 


90 . 


2 


37 


1 


US-08 


106 


101 


90 . 


2 


37 


1 


US-08 


107 


100 


89 . 


3 


36 


1 


US-08 


108 


100 


89 . 


3 


3 6 


1 


US-08 


109 


100 


89 . 


3 


36 


1 


US-08 


110 


100 


89 . 


3 


36 


1 


US-08 


111 


100 


89 . 


3 


3 6 


]_ 


US-08 


119 

X 1 


1 00 


ft 9 

O -7 . 


-i 




i 
i 


TTC - Oft 


111 


i on 

1 \J V 


ft 9 


~i 


J D 


o 

£t 


TTC _ no 

U O v O 


114 


i on 

1 \J V 


R 9 




J O 


O 


TTC _ no 


1 1 R 
ii j 


i on 

1UU 


ft 9 




o o 




tto _ o q 

U O U -7 


I 1 

II o 


i on 
i \j \j 


ft 9 


~i 
J 




o 
z. 


TTC _ n 9 


11/ 


l on 

1UU 


ft 9 


3 


O D 


o 


TTC _f)Q 
UO U -7 


1 i p 
ilo 


inn 


Q Q 

O 17 . 


~> 


7 ^ 
O O 


z 


TTC f\ Q 


119 


100 


89. 


3 


37 


1 


US-08 


120 


100 


89. 


3 


37 


1 


US-08 


121 


100 


89. 


3 


37 


1 


US-08 


122 


100 


89. 


3 


37 


1 


US-08 


123 


100 


89. 


3 


37 


1 


US-08 


124 


100 


89. 


3 


37 


1 


US-08 



576- 


062A-26 


Secjuence 


2 6 , Appl 


454- 


533-29 


Seguence 


2 9 # Appl 


454- 


533-31 


Sequence 


3 1 , Appl 


892- 


549-30 


Sequence 


30/ Appl 


454- 


533-30 


Sequence 


3 0 , Appl 


477- 


727A-80 


Sequence 


80, Appl 


477- 


727A-100 


Sequence 


100, App 


477- 


727A-102 


Sequence 


102, App 


471- 


675A-6 


Sequence 


6, Appli 


471- 


675A-22 


Sequence 


22, Appl 


471- 


675A-24 


Sequence 


24 , Appl 


259- 


762-7 


Sequence 


7, Appli 


259- 


762-8 


Sequence 


8, Appli 


892- 


549-2 


Sequence 


2, Appli 


892- 


549-3 


Sequence 


3, Appli 


892- 


549-6 


Sequence 


6. Anoli 


892- 


549-8 


Sequence 


8, Appli 


892- 


549-26 


Sequence 


26, AddI 


892- 


549-28 


Sequence 


28. AddI 


892- 


549-37 


Sequence 


37, Appl 


302- 


069A-5 


Sequence 


5 , Appli 


302- 


069A-21 


Sequence 


21, Appl 


3 02- 


069A-23 


Secruence 


23 . AddI 


576- 


062A-5 


Sequence 


5 , Appli 


576- 


062A-21 


Secruence 


21, Appl 


576- 


062A-23 


Secruence 


2 3 , Appl 


454- 


533-2 


Sequence 


2 , Appli 


454- 


533-3 


Sequence 


3 , Appli 


454- 


533-6 


Sequence 


6 , ADDli 


454- 


533-8 


Sequence 


8 , Appli 


454- 


533-26 


Sequence 


26, Appl 


454- 


533-28 


Sequence 


2 8 , Appl 


454- 


533-37 


Sequence 


3 7 , Appl 


623- 


548A-316 


Sequence 


316, App 


623- 


548A-329 


Sequence 


3 2 9, App 


657- 


276-316 


Sequence 


316, App 


657- 


276-329 


Sequence 


3 2 9, App 


259- 


762-12 


Sequence 


12, Appl 


259- 


762-13 


Sequence 


13, Appl 


477- 


727A-83 


Sequence 


83, Appl 


477- 


727A-92 


Sequence 


92 , Appl 


471- 


675A-7 


Sequence 


7 , App 1 i 


471- 


675A-14 


Sequence 


14, Appl 


892- 


549-18 


Sequence 


18, Appl 


892- 


549-39 


SecmeTice 

W V-i \A, WliV V-^ 


3 9 AddI 


302- 


069A- 6 


Secruence 


6 . AddIi 


302- 


069A- 13 


Secruence 


13 , Appl 


576- 


062A- 6 


Secruence 


6 . ADDli 


576- 


062A- 13 


Sf^cruence 


13 AddI 


4 54- 


533-18 


Spouence 


18 AddI 


454- 


533-39 


Sequence 


39, Appl 


477- 


727A-82 


Sequence 


82, Appl 


477- 


727A-89 


Sequence 


89, Appl 


477- 


727A-91 


Sequence 


91, Appl 


477- 


727A-93 


Sequence 


93, Appl 


477- 


727A-95 


Sequence 


95, Appl 


477- 


727A-106 


Sequence 


106, App 



125 


100 


89 


.3 


37 


1 


US- 


08- 


471- 


675A-4 


Sequence 


4, 


Appli 


126 


100 


89 


.3 


37 


1 


us- 


08- 


471- 


675A-13 


Sequence 


13, 


Appl 


127 


100 


89 


.3 


37 


1 


us- 


08- 


471- 


675A-15 


Sequence 


15, 


Appl 


128 


100 


89 


. 3 


37 


1 


us- 


08- 


471- 


675A-17 


Sequence 


17, 


Appl 


129 


100 


89 


. 3 


37 


1 


us- 


08- 


471- 


675A-28 


Sequence 


28, 


Appl 


130 


100 


89 


. 3 


37 


1 


us- 


08- 


259- 


762-10 


Sequence 


10, 


Appl 


131 


100 


89 


. 3 


37 


1 


us- 


08- 


892- 


549-10 


Sequence 


10, 


Appl 


132 


100 


89 


. 3 


37 


1 


us- 


08- 


892- 


549-17 


Sequence 


17, 


Appl 


133 


100 


89 


. 3 


37 


1 


us- 


08- 


892- 


549-19 


Sequence 


19, 


Appl 


134 


100 


89 


. 3 


37 


1 


us- 


08- 


892- 


549-21 


Sequence 


21, 


Appl 


135 


100 


89 


. 3 


37 


1 


us- 


08- 


892- 


549-32 


Sequence 


32, 


Appl 


136 


100 


89 


.3 


37 


1 


us- 


08- 


892- 


549-38 


Sequence 


38, 


Appl 


137 


100 


89 


. 3 


37 


2 


us- 


08- 


302- 


069A-3 


Sequence 


3, 


Appli 


138 


100 


89 


. 3 


37 


2 


us- 


08- 


302- 


069A-12 


Sequence 


12, 


Appl 


139 


100 


89 


. 3 


37 


2 


us- 


08- 


302- 


069A-14 


Sequence 


14, 


Appl 


140 


100 


89 


.3 


37 


2 


us- 


08- 


302- 


069A-16 


Sequence 


16, 


Appl 


141 


100 


89 


. 3 


37 


2 


us- 


08- 


302- 


069A-27 


Sequence 


27, 


Appl 


142 


100 


89 


.3 


37 


2 


us- 


09- 


576- 


062A-3 


Sequence 


3, 


Appli 


143 


100 


89 


. 3 


37 


2 


us- 


09- 


576- 


062A-12 


Sequence 


12, 


Appl 


144 


100 


89 


. 3 


37 


2 


us- 


09- 


576- 


062A-14 


Sequence 


14, 


Appl 


145 


100 


89 


. 3 


37 


2 


us- 


09- 


576- 


062A-16 


Sequence 


16, 


Appl 


146 


100 


89 


.3 


37 


2 


us- 


09- 


576- 


062A-27 


Sequence 


27, 


Appl 


147 


100 


89 


. 3 


37 


2 


us- 


09- 


454- 


533-10 


Sequence 


10, 


Appl 


148 


100 


89 


. 3 


37 


2 


us- 


09- 


454- 


533-17 


Sequence 


17, 


Appl 


149 


100 


89 


. 3 


37 


2 


us- 


09- 


454- 


533-19 


Sequence 


19/ 


Appl 


150 


100 


89 


, 3 


37 


2 


us- 


09- 


454- 


533-21 


Sequence 


21, 


Appl 


151 


100 


89 


. 3 


37 


2 


us- 


09- 


454- 


533-32 


Sequence 


32, 


Appl 


152 


100 


89 


. 3 


37 


2 


us- 


09- 


454- 


533-38 


Sequence 


38, 


Appl 


153 


99 


88 


.4 


36 


1 


us- 


08- 


892- 


549-11 


Sequence 


11, 


Appl 


154 


99 


88 


. 4 


36 


2 


us- 


09- 


454- 


533-11 


Sequence 


11, 


Appl 


155 


99 


88 


.4 


37 


1 


us- 


08- 


157- 


003-1 


Sequence 


1, 


Appli 


156 


99 


88 


.4 


37 


1 


us- 


08- 


477- 


727A-107 


Sequence 


107, App 


157 


99 


88 


.4 


37 


1 


us- 


08- 


471- 


675A-29 


Sequence 


29, 


Appl 


158 


99 


88 


.4 


37 


1 


us- 


08- 


259- 


762-6 


Sequence 


6, 


Appli 


159 


99 


88 


. 4 


37 


1 


us- 


08- 


259- 


762-11 


Sequence 


11, 


Appl 


160 


99 


88 


. 4 


37 


1 


us- 


08- 


892- 


549-5 


Sequence 


5, 


Appli 


161 


99 


88 


. 4 


37 


1 


us- 


08- 


892- 


549-33 


Sequence 


33, 


Appl 


162 


99 


88 


. 4 


37 


2 


us- 


08- 


302- 


069A-28 


Sequence 


28, 


Appl 


163 


99 


88 


. 4 


37 


2 


us- 


09- 


576- 


062A-28 


Sequence 


28, 


Appl 


164 


99 


88 


.4 


37 


2 


us- 


09- 


454- 


533-5 


Sequence 


5, 


Appli 


165 


99 


88 


.4 


37 


2 


us- 


09- 


454- 


533-33 
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1 


US-07-794 
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Sequence 
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47 
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1 


US-07-794 


-288D-113 


Sequence 


113, App 


345 


52 


46 
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2 


US-09-138 
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Sequence 


2 , AddH 


346 


52 


46 
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25 


1 


US-07-794 


-288D-68 


Sequence 


68, Appl 


347 
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46 


.4 


37 


2 


US-09-070 
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Sequence 
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348 


52 


46 


.4 


37 


2 


US-09-813 


-345C-13 


Sequence 


13, Appl 


349 
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46 


.0 


25 


1 


US-08-096 


-172A-25 


Sequence 


25, Appl 


350 


51.5 


46 


. 0 


25 


5 


PCT-US94 - 


08380-25 


Sequence 


25, Appl 


351 


51 


45 


.5 


21 


2 


US-09-138 


-056-33 


Sequence 


33, Appl 


352 


51 


45 


. 5 


21 


2 


US-09-138 


-056-34 


Sequence 


34, Appl 



353 


51 


45 


.5 


22 


2 


US-09-138-056-5 


Sequence 


5, Appli 


354 


51 


45 


.5 


22 


2 


US-09-138-056-23 


Sequence 


23, Appl 


355 


51 


45 


.5 


22 


2 


US-09-138-056-24 


Sequence 


24, Appl 


356 


51 


45 


.5 


23 


1 


US-07-794-288D-12 


Sequence 


12, Appl 


357 


50. 5 


45 


. 1 


24 


1 


US-08-096-172A-16 


Sequence 


16, Appl 


358 


50. 5 


45 


. 1 


24 


5 


PCT-US94-08380-16 


Sequence 


16, Appl 
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50. 5 


45 


. 1 


25 


1 


US-08-096-172A-35 


Sequence 


35, Appl 
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50.5 


45 


.1 


25 


5 


PCT-US94-08380-35 


Sequence 


35, Appl 
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50 


44 


.6 


19 


1 


US-08-446-692-68 


Sequence 


68, Appl 


362 


50 


44 


. 6 


19 


1 


US-08-488-351A-68 


Sequence 


68, Appl 


363 


50 


44 


. 6 


20 


1 


US-07-794-288D-209 


Sequence 


209, App 


364 


50 


44 


.6 


37 


2 


US-09-070-504-7 


Sequence 


7, Appli 


365 


50 


44 


.6 


37 


2 


US-09-070-504-12 


Sequence 


12, Appl 


366 


50 


44 


. 6 


37 


2 


US-09-813-345C-7 


Sequence 


7, Appli 


367 


50 


44 


. 6 


37 


2 


US-09-813-345C-12 


Sequence 


12, Appl 


368 


50 


44 


. 6 


37 


2 


US-09-623-548A-229 


Sequence 


229, App 
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50 


44 


. 6 


37 


2 


US-09-657-276-229 


Sequence 


229, App 
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50 


44 


.6 
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US-08-446-692-94 


Sequence 
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50 
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US-08-488-351A-94 


Sequence 


94 , Appl 
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49 
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2 
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Sequence 


8 , Appli 
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49 
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1 


US-07-794-288D-70 


Sequence 
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49 
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US-07-794-288D-69 


Sequence 


69, Appl 
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49 
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24 


1 


US-07-794-288D-114 


Sequence 


114, App 
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48 
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22 


1 


US-07-794-288D-71 


Sequence 


71, Appl 


377 


48 


42 


. 9 


24 


1 


US-07-794-288D-107 


Sequence 


107, App 
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48 


42 
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1 
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Sequence 


121, App 
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Sequence 
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Sequence 
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Sequence 
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Sequence 
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Sequence 
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Sequence 


224, App 
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Sequence 
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43.5 
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Sequence 
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43.5 


38 
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Sequence 
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5 


PCT 


'-US94- 


08380-18 
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Sequence 


7, Appli 
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43 
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.4 


18 


2 


us- 


09- 


138 
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Sequence 


3, Appli 
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43 


38 
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Sequence 
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43 


38 


.4 


23 


1 


us- 


07- 


794 


-288D-115 


Sequence 
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Sequence 
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-345C-5 


Sequence 


5, Appli 
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.4 
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2 
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813 
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Sequence 


6, Appli 
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-548A-228 


Sequence 


228, App 
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.4 


37 
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-548A-237 


Sequence 
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37 
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-548A-238 


Sequence 


238, App 
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Sequence 
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43 


38 


.4 


37 
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Sequence 


228, App 
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43 


38 
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37 


2 


us- 


09- 
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-276-237 


Sequence 


237, App 
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43 


38 
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37 


2 


us- 


09- 


657 


-276-238 


Sequence 


238, App 
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43 


38 
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37 


2 
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09- 


657 


-276-253 


Sequence 


253, App 
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43 


38 


.4 


38 


1 
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Sequence 


21, Appl 
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.4 


38 


1 
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Sequence 
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Appl 
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38 


.4 


38 


2 
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App 
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2 
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Sequence 
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Sequence 
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1 
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1 
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5 
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Sequence 
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App 

* trtr 


485 


41 


36 


6 


13 


2 
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13 


2 


US-09-657-276-319 


Sequence 
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2 


US- 09- 657 -276-332 


Sequence 
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2 


US-09-976-594-931 


Sequence 


931, 


App 
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41 


36 


6 
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3 


US-10-114-270-142 


Sequence 


142, 


App 
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41 


36 


6 


723 


3 


US- 10- 114 -270- 144 


Sequence 


144, 


App 
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40 . 5 


36 
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24 


1 


US-08-096-172A-9 


Sequence 


9, Appli 
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40 . 5 


36 
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24 


5 


PCT-US94-08380-9 


Sequence 


9, Appli 
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7 
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35 
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US-07-794-288D-117 


Sequence 
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App 
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22 
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US-07-794-288D-116 


Sequence 
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App 
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37 


7 


5424221-5 


Patent No 
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8 
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1 
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Sequence 


56, 


Appl 
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39 
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1 


US-07-794-288D-21 


Sequence 


21, 


Appl 
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39 


34 


8 


15 


1 


US-07-794-288D-20 


Sequence 


20, 


Appl 
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39 


34 
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20 


1 


US-07-794-288D-118 


Sequence 


118, 


App 



ALIGNMENTS 



RESULT 1 

US-08-892-549-34 

; Sequence 34, Application US/08892549 

; Patent No. 5998367 

; GENERAL INFORMATION: 

APPLICANT: GAETA, Laura S.L. Et Al . 

TITLE OF INVENTION: NOVEL AMYLIN AGONIST PEPTIDES AND 
TITLE OF INVENTION: USES THEREFOR 
NUMBER OF SEQUENCES: 41 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: LYON & LYON 

STREET: 63 3 WEST FIFTH STREET 

CITY: LOS ANGELES 

STATE: CALIFORNIA 

COUNTRY : USA 

ZIP: 90017 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title: 

Perfect score : 
Sequence : 



July 17, 2006, 20:55:30 ; Search time 81.5254 Seconds 

(without alignments) 
210.228 Million cell updates/sec 

US-10-649-138A-44 
112 

1 XXNTATXATQRLXNFLXXXXXNXGXXLXXTXVGSNTY 3 7 



Scoring table: BL0SUM62 

Gapop 10.0 , Gapext 0 . 5 

Searched: 2097797 seqs, 463214858 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 500 summaries 

Database : Published_Applications_AA_Main : * 

1 : /EMC_Celerra_SIDS3/ptodata/2 

2 : /EMC_Celerra_SIDS3/ptodata/2 

3 : /EMC_Celerra_SIDS3/ptodata/2 

4 : /EMC_Celerra_SIDS3/ptodata/2 

5 : /EMC_Celerra_SIDS3/ptodata/2 

6 : /EMC_Celerra_SIDS3 /ptodata/2 



2097797 



/pubpaa/US07_PUBCOMB . pep : * 
/pubpaa/US08_PUBCOMB . pep : * 
/pubpaa/US09_PUBCOMB . pep : * 
/pubpaa/US10A_PUBCOMB . pep : * 
/pubpaa/US10B_PUBCOMB . pep : * 
/pubpaa/USll_PUBCOMB . pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 



Result 
No. 


Score 


Query 

Match Length 


DB 


ID 
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92 


9 


36 


2 


US- 


08- 


851- 


965-30 


Sequence 


30, Appl 


8 


104 
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ALIGNMENTS 



RESULT 1 

US-08-851-965-29 

; Sequence 29, Application US/08851965 
; Publication No. US20020010133A1 
; GENERAL INFORMATION: 

APPLICANT: YOUNG, Andrew A. 

APPLICANT: GEDULIN, Bronislava 

APPLICANT: BEYNON, Gareth Wyn 

TITLE OF INVENTION: METHOD FOR PREVENTING GASTRITIS 
TITLE OF INVENTION: USING AMYLIN OR AMYLIN 
TITLE OF INVENTION: AGONISTS 
NUMBER OF SEQUENCES: 3 5 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: LYON & LYON 

STREET: 63 3 WEST FIFTH STREET 

CITY: LOS ANGELES 

STATE: CALIFORNIA 

COUNTRY : USA 

ZIP: 90017 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 



July 17, 2006, 20:57:03 ; Search time 11.2881 Seconds 

(without alignments) 
187.516 Million cell updates/sec 

US-10-649-138A-44 
112 

1 XXNTATXATQRLXNFLXXXXXNXGXXLXXTXVGSNTY 37 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 204771 seqs, 57208143 residues 

Total number of hits satisfying chosen parameters: 



204771 



Minimum DB seq length: 
Maximum DB seq length: 



2000000000 



Post-processing : 



Database 



Minimum Match 0% 

Maximum Match 100% 

Listing first 500 summaries 

Pub 1 i s he d_App 1 i c a t i on s__AA_Ne w : 

1 : /EMC_Celerra_SIDS3 /ptodata/ 

2 : /EMC_Celerra_SIDS3 /ptodata/ 

3 : /EMC_Celerra_SIDS3 /ptodata/ 

4 : /EMC_Celerra_SIDS3 /ptodata/ 

5 : /EMC_Celerra_SIDS3 /ptodata/ 

6 : /EMC_Celerra_SIDS3 /ptodata/ 

7 : /EMC_Celerra_SIDS3 /ptodata/ 

8 : /EMC_Celerra_SIDS3 /ptodata/ 



l/pubpaa/US09_NEW_PUB .pep : * 
l/pubpaa/US06_NEW_PUB .pep : * 
l/pubpaa/US07_NEW_PUB .pep : * 
l/pubpaa/US08_NEW_PUB . pep : * 
l/pubpaa/PCT_NEW_PUB . pep : * 
l/pubpaa/US10_NEW_PUB .pep : * 
l/pubpaa/USll_NEW_PUB .pep : * 
1 /pubpaa/US 6 0_NEW_PUB . pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 

Result Query 

No. Score Match Length DB ID 
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355B-117505 


Sequence 


117505, 




192 


30 


26 . 


, 8 


336 


6 


us- 


10- 


953- 


349-10535 


Sequence 


10535, 


A 


193 


30 


26 . 


, 8 


336 


7 


us- 


11- 


056- 


355B-26651 


Sequence 


26651, 


A 


194 


30 


26 . 


. 8 


336 


7 


us- 


11- 


056- 


355B-42603 


Sequence 


42603 , 


A 


195 


30 


26 . 


. 8 


336 


7 


us- 


11- 


056- 


355B-83437 


Sequence 


83437, 


A 


196 


30 


26 . 


. 8 


336 


7 


us- 


11- 


056- 


355B-86852 


Sequence 


86852, 


A 


197 


30 


26 . 


. 8 


336 


7 


us- 


11- 


056- 


355B-104777 


Sequence 


104777, 




198 


30 


26. 


8 


336 


7 


us- 


11- 


056- 


355B-107299 


Sequence 


107299, 




199 


30 


26 . 


8 


336 


7 


us- 


11- 


056- 


355B-116016 


Sequence 


116016, 




200 


30 


26 . 


. 8 


336 


7 


us- 


11- 


056- 


355B-118538 


Sequence 


118538, 




201 


30 


26 . 


. 8 


336 


7 


us- 


11- 


056- 


355B-119950 


Sequence 


119950, 




202 


30 


26 . 


. 8 


340 


7 


us- 


11- 


056- 


355B-16360 


Sequence 


16360 , 


A 


203 


30 


26 . 


, 8 


341 


6 


us- 


10- 


953- 


349-17124 


Sequence 


17124 , 


A 


204 


30 


26 . 


. 8 


344 


7 


us- 


11- 


056- 


355B-86851 


Sequence 


86851, 


A 


205 


30 


26 . 


, 8 


352 


6 


us- 


10- 


953- 


349-17123 


Sequence 


17123 , 


A 


206 


30 


26 . 


, 8 


357 


7 


us- 


11- 


056- 


355B-108710 


Sequence 


108710, 




207 


30 


26 . 


, 8 


357 


7 


us- 


11- 


056- 


355B-119949 


Sequence 


119949, 




208 


30 


26 . 


, 8 


358 


6 


us- 


10- 


953- 


349-10534 


Sequence 


10534 , 


A 


209 


30 


26. 


, 8 


358 


7 


us- 


11- 


056- 


355B-26650 


Sequence 


26650, 


A 


210 


30 


26 . 


. 8 


358 


7 


us- 


11- 


056- 


355B-107298 


Sequence 


107298, 




211 


30 


26 . 


, 8 


358 


7 


us- 


11- 


056- 


355B-118537 


Sequence 


118537, 




212 


30 


26 , 


, 8 


362 


7 


us- 


11- 


056- 


355B-16359 


Sequence 


16359, 


A 


213 


30 


26. 


. 8 


366 


7 


us- 


11- 


056- 


355B-42602 


Sequence 


42602, 


A 


214 


30 


26 , 


. 8 


371 


7 


us- 


11- 


056- 


355B-101652 


Sequence 


101652, 




215 


30 


26 . 


. 8 


371 


7 


us- 


11- 


056- 


355B-112891 


Sequence 


112891, 




216 


30 


26 . 


, 8 


373 


7 


us- 


11- 


056- 


355B-35409 


Sequence 


35409, 


A 


217 


30 


26 . 


. 8 


378 


7 


us- 


11- 


056- 


355B-104776 


Sequence 


104776, 




218 


30 


26 . 


. 8 


378 


7 


us- 


11- 


056- 


355B-116015 


Sequence 


116015, 




219 


30 


26 . 


. 8 


402 


7 


us- 


11- 


056- 


355B-101651 


Sequence 


101651, 




220 


30 


26 . 


, 8 


402 


7 


us- 


11- 


056- 


355B-112890 


Sequence 


112890, 




221 


30 


26 . 


, 8 


403 


7 


us- 


11- 


056- 


355B-52830 


Sequence 


52830, 


A 


222 


30 


26, 


. 8 


404 


7 


us- 


11- 


056- 


355B-35408 


Sequence 


35408, 


A 


223 


30 


26. 


, 8 


415 


7 


us- 


11- 


056- 


355B-52829 


Sequence 


52829, 


A 


224 


30 


26 . 


. 8 


417 


7 


us- 


11- 


056- 


355B-16460 


Sequence 


16460, 


A 


225 


30 


26 . 


. 8 


434 


7 


us- 


11- 


056- 


355B-86255 


Sequence 


86255, 


A 


226 


30 


26 , 


. 8 


437 


6 


us- 


10- 


953- 


349-17122 


Sequence 


17122, 


A 


227 


30 


26 , 


. 8 


439 


7 


us- 


11- 


056- 


355B-49440 


Sequence 


49440, 


A 


228 


30 


26 . 


. 8 


440 


7 


us- 


11- 


056- 


355B-52828 


Sequence 


52828, 


A 


229 


30 


26 . 


. 8 


448 


7 


us- 


11- 


293- 


697-2481 


Sequence 


2481, Ap 


230 


30 


26 . 


, 8 


456 


7 


us- 


11- 


056- 


355B-49439 


Sequence 


49439, 


A 


231 


30 


26. 


. 8 


466 


7 


us- 


11- 


056- 


355B-49438 


Sequence 


49438, 


A 


232 


30 


26. 


.8 


479 


6 


us- 


10- 


471- 


571A-4594 


Sequence 


4594, Ap 


233 


30 


26. 


.8 


498 


6 


us- 


10- 


953- 


349-21092 


Sequence 


21092, 


A 


234 


30 


26. 


.8 


520 


6 


us- 


10- 


953- 


349-21091 


Sequence 


21091, 


A 


235 


30 


26. 


.8 


520 


7 


us- 


11- 


174- 


307B-4576 


Sequence 


4576, Ap 


236 


30 


26. 


.8 


542 


6 


us- 


10- 


953- 


349-21090 


Sequence 


21090, 


A 


237 


30 


26. 


.8 


625 


7 


us- 


11- 


056- 


355B-86724 


Sequence 


86724, 


A 



238 


30 


26 . 


, 8 


727 


7 


US- 


11- 


056- 


355B-85501 


Sequence 


85501, A 


239 


30 


26. 


, 8 


823 


7 


us- 


11- 


056- 


355B-86723 


Sequence 


86723, A 


240 


30 


26 . 


8 


878 


7 


US- 


11- 


056- 


355B-85500 


Sequence 


85500, A 


241 


30 


26 . 


. 8 


943 


6 


US- 


10- 


449- 


902-45032 


Sequence 


45032, A 


242 


30 


26 . 


, 8 


967 


7 


us- 


11- 


056- 


355B-86722 


Sequence 


86722, A 


243 


30 


26 . 


. 8 


1325 


6 


us- 


10- 


449- 


902-51794 


Sequence 


51794, A 


244 


30 


26 . 


, 8 


1332 


7 


us- 


11- 


289- 


102-233 


Sequence 


233, App 


245 


30 


26. 


, 8 


1453 


7 


us- 


11- 


056- 


355B-82453 


Sequence 


82453, A 


246 


30 


26. 


, 8 


1479 


7 


us- 


11- 


056- 


355B-82452 


Sequence 


82452, A 


247 


30 


26. 


, 8 


1544 


7 


us- 


11- 


056- 


355B-82451 


Sequence 


82451, A 


248 


29.5 


26, 


, 3 


845 


6 


us- 


10- 


449- 


902-52662 


Sequence 


52662, A 


249 


29 


25 . 


. 9 


146 


6 


us- 


10- 


953- 


349-38897 


Sequence 


38897, A 


250 


29 


25. 


, 9 


151 


6 


us- 


10- 


953- 


349-38896 


Sequence 


38896, A 


251 


29 


25 . 


. 9 


154 


6 


us- 


10- 


953- 


349-38895 


Sequence 


38895, A 


252 


29 


25 . 


. 9 


168 


6 


us- 


10- 


953- 


349-35553 


Sequence 


35553, A 


253 


29 


25 , 


. 9 


168 


7 


us- 


11- 


056- 


355B-3609 


Sequence 


3609, Ap 


254 


29 


25 . 


. 9 


168 


7 


us- 


11- 


056- 


355B-5234 


Sequence 


5234, Ap 


255 


29 


25 , 


. 9 


201 


6 


us- 


10- 


449- 


902-34133 


Sequence 


34133, A 


256 


29 


25 


. 9 


228 


6 


us- 


10- 


953- 


349-35552 


Sequence 


35552, A 


257 


29 


25, 


. 9 


228 


7 


us- 


11- 


056- 


355B-3608 


Sequence 


3608, Ap 


258 


29 


25 


. 9 


228 


7 


us- 


11- 


056- 


355B-5233 


Sequence 


5233, Ap 


259 


29 


25 


. 9 


265 


6 


us- 


10- 


471- 


571A-1016 


Sequence 


1016, Ap 


260 


29 


25 


. 9 


279 


6 


us- 


10- 


953- 


349-17860 


Sequence 


17860, A 


261 


29 


25 


. 9 


283 


6 


us- 


10- 


449- 


902-50574 


Sequence 


50574, A 


262 


29 


25 


. 9 


291 


6 


us- 


10- 


953- 


349-17859 


Sequence 


17859, A 


263 


29 


25 


. 9 


303 


7 


us- 


11- 


289- 


102-299 


Sequence 


299, App 


264 


29 


25 


. 9 


307 


6 


us- 


10- 


953- 


349-35551 


Sequence 


35551, A 


265 


29 


25 


. 9 


307 


6 


us- 


10- 


449- 


902-49147 


Sequence 


49147, A 


266 


29 


25 


. 9 


307 


7 


us- 


11- 


056- 


355B-3607 


Sequence 


3607, Ap 


267 


29 


25 


. 9 


307 


7 


us- 


11- 


056- 


355B-5232 


Sequence 


5232, Ap 


268 


29 


25 


. 9 


310 


6 


us- 


10- 


953- 


349-24588 


Sequence 


24588, A 


269 


29 


25 


. 9 


310 


7 


us- 


11- 


056- 


355B-52918 


Sequence 


52918, A 


270 


29 


25 


. 9 


346 


6 


us- 


10- 


449- 


902-35539 


Sequence 


35539, A 


271 


29 


25 


. 9 


369 


7 


us- 


11- 


056- 


355B-78288 


Sequence 


78288, A 


272 


29 


25 


. 9 


395 


6 


us- 


10- 


449- 


902-54757 


Sequence 


54757, A 


273 


29 


25 


. 9 


399 


6 


us- 


10- 


953- 


349-24587 


Sequence 


24587, A 


274 


29 


25 


. 9 


399 


7 


us- 


11- 


056- 


355B-52917 


Sequence 


52917, A 


275 


29 


25 


. 9 


408 


6 


us- 


10- 


953- 


349-24586 


Sequence 


24586, A 


276 


29 


25 


. 9 


408 


7 


us- 


11- 


056- 


355B-52916 


Sequence 


52916, A 


277 


29 


25 


. 9 


416 


6 


us- 


10- 


449- 


902-31547 


Sequence 


31547, A 


278 


29 


25 


. 9 


416 


6 


us- 


10- 


449- 


•902-43936 


Sequence 


43936, A 


279 


29 


25 


. 9 


423 


6 


us- 


•10- 


449- 


902-40051 


Sequence 


40051, A 


280 


29 


25 


. 9 


425 


6 


us- 


10- 


449- 


•902-40262 


Sequence 


40262, A 


281 


29 


25 


. 9 


439 


7 


us- 


11- 


■056- 


•355B-75961 


Sequence 


75961, A 


282 


29 


25 


. 9 


446 


6 


us- 


•10- 


•953- 


•349-5903 


Sequence 


5903, Ap 


283 


29 


25 


. 9 


446 


7 


us- 


•11- 


•316- 


■535A-131 


Sequence 


131, App 


284 


29 


25 


. 9 


460 


6 


us- 


•10- 


953- 


■349-17858 


Sequence 


17858, A 


285 


29 


25 


. 9 


478 


6 


us- 


•10- 


•449- 


•902-38064 


Sequence 


38064, A 


286 


29 


25 


. 9 


586 


6 


us~ 


•10- 


•953- 


•349-1590 


Sequence 


1590, Ap 


287 


29 


25 


. 9 


587 


6 


US- 


•10- 


•953- 


■349-1589 


Sequence 


1589, Ap 


288 


29 


25 


. 9 


590 


6 


us- 


•10- 


•953- 


•349-5902 


Sequence 


5902, Ap 


289 


29 


25 


. 9 


608 


6 


us- 


•10- 


953- 


•349-1588 


Sequence 


1588, Ap 


290 


29 


25 


.9 


619 


7 


us- 


-11- 


•347- 


-886-3 


Sequence 


3, Appli 


291 


29 


25 


. 9 


624 


7 


us- 


•11- 


•056- 


■355B-45267 


Sequence 


45267, A 


292 


29 


25 


. 9 


627 


6 


us- 


-10- 


•449- 


•902-45436 


Sequence 


45436, A 


293 


29 


25 


. 9 


640 


7 


us- 


-11- 


•347- 


•886-4 


Sequence 


4 , Appli 


294 


29 


25 


. 9 


644 


6 


us- 


■10- 


•953- 


•349-5901 


Sequence 


5901, Ap 



295 


29 


25 


. 9 


668 


7 


US- 


11- 


056- 


355B-45266 


Sequence 


45266, A 


296 


29 


25 


. 9 


701 


6 


us- 


10- 


449- 


902-48702 


Sequence 


48702, A 


297 


29 


25 


. 9 


707 


7 


us- 


11- 


056- 


355B-45265 


Sequence 


45265, A 


298 


29 


25 


. 9 


726 


6 


us- 


10- 


449- 


902-53422 


Sequence 


53422, A 


299 


29 


25 


. 9 


790 


6 


us- 


10- 


449- 


902-41114 


Sequence 


41114, A 


300 


29 


25 


. 9 


867 


7 


us- 


11- 


316- 


132-3 


Sequence 


3, Appli 


301 


29 


25 


. 9 


870 


7 


us- 


11- 


316- 


132-2 


Sequence 


2, Appli 


302 


29 


25 


. 9 


871 


7 


us- 


11- 


316- 


132-1 


Sequence 


1, Appli 


303 


29 


25 


. 9 


871 


7 


us- 


11- 


313- 


836-11 


Sequence 


11, Appl 


304 


29 


25 


. 9 


871 


7 


us- 


11- 


105- 


233-140 


Sequence 


14 0, App 


305 


29 


25 


. 9 


963 


7 


us~ 


11- 


174- 


307B-1952 


Sequence 


1952, Ap 


306 


29 


25 


. 9 


1355 


7 


us- 


11- 


174- 


307B-2278 


Sequence 


2278, Ap 


307 


29 


25 


. 9 


1426 


7 


us- 


11- 


174- 


307B-442 


Sequence 


44 2, App 


308 


29 


25 


. 9 


2517 


7 


us- 


11- 


283- 


329-204 


Sequence 


2 04, App 


309 


29 


25 


. 9 


3426 


7 


us- 


11- 


174- 


307B-1552 


Sequence 


1552, Ap 


310 


28.5 


25 


.4 


477 


6 


us- 


10- 


449- 


902-31599 


Sequence 


31599, A 


311 


28.5 


25 


. 4 


477 


6 


us- 


10- 


449- 


902-50361 


Sequence 


50361, A 


312 


28.5 


25 


. 4 


477 


6 


us- 


10- 


449- 


902-55188 


Sequence 


55188, A 


313 


28.5 


25 


. 4 


489 


6 


us- 


10- 


449- 


902-50238 


Sequence 


50238, A 


314 


28 .5 


25 


. 4 


489 


6 


us- 


10- 


449- 


902-54218 


Sequence 


54218, A 


315 


28 


25 


. 0 


5 


7 


us- 


11- 


055- 


093-243 


Sequence 


243, App 


316 


28 


25 


. 0 


34 


7 


us- 


11- 


055- 


093-131 


Sequence 


131, App 


317 


28 


25 


. 0 


34 


7 


us- 


11- 


055- 


093-132 


Sequence 


13 2, App 


318 


28 


25 


. 0 


79 


6 


us- 


10- 


471- 


571A-5352 


Sequence 


5352, Ap 


319 


28 


25 


. 0 


86 


6 


us- 


10- 


449- 


902-40612 


Sequence 


40612, A 


320 


28 


25 


. 0 


113 


6 


us- 


10- 


449- 


902-54309 


Sequence 


54309, A 


321 


28 


25 


. 0 


113 


7 


us- 


11- 


249- 


296-46 


Sequence 


46, Appl 


322 


28 


25 


. 0 


116 


7 


us- 


11- 


249- 


296-22 


Sequence 


22, Appl 


323 


28 


25 


. 0 


137 


6 


us- 


10- 


449- 


902-39018 


Sequence 


39018, A 


324 


28 


25 


. 0 


155 


7 


us- 


11- 


056- 


355B-12492 


Sequence 


12492, A 


325 


28 


25 


. 0 


158 


7 


us- 


11- 


056- 


355B-79113 


Sequence 


79113, A 


326 


28 


25 


. 0 


162 


7 


us- 


11- 


056- 


355B-65875 


Sequence 


65875, A 


327 


28 


25 


. 0 


165 


7 


us- 


11- 


056- 


355B-97115 


Sequence 


97115, A 


328 


28 


25 


. 0 


173 


6 


us- 


10- 


953- 


349-13516 


Sequence 


13516, A 


329 


28 


25 


. 0 


174 


6 


us- 


10- 


953- 


349-14918 


Sequence 


14918, A 


330 


28 


25 


. 0 


174 


6 


us- 


10- 


953- 


349-28113 


Sequence 


28113, A 


331 


28 


25 


. 0 


174 


7 


us- 


11- 


056- 


355B-52101 


Sequence 


52101, A 


332 


28 


25 


. 0 


174 


7 


us- 


11- 


056- 


355B-66955 


Sequence 


66955, A 


333 


28 


25 


. 0 


176 


6 


us- 


10- 


953- 


349-14917 


Sequence 


14917, A 


334 


28 


25 


. 0 


176 


6 


us- 


10- 


953- 


349-28112 


Sequence 


28112, A 


335 


28 


25 


. 0 


176 


7 


us- 


11- 


056- 


355B-52100 


Sequence 


52100, A 


336 


28 


25 


. 0 


176 


7 


us- 


11- 


056- 


355B-66954 


Sequence 


66954, A 


337 


28 


25 


. 0 


199 


7 


us- 


11- 


056- 


355B-90654 


Sequence 


90654, A 


338 


28 


25 


. 0 


199 


7 


us- 


11- 


056- 


355B-94410 


Sequence 


94410, A 


339 


28 


25 


. 0 


200 


7 


us- 


11- 


056- 


355B-65874 


Sequence 


65874, A 


340 


28 


25 


. 0 


204 


6 


us- 


10- 


953- 


349-13515 


Sequence 


13515, A 


341 


28 


25 


. 0 


205 


6 


us- 


10- 


953- 


349-28280 


Sequence 


28280, A 


342 


28 


25 


. 0 


205 


7 


us- 


11- 


056- 


355B-68327 


Sequence 


68327, A 


343 


28 


25 


. 0 


207 


6 


us~ 


10- 


953- 


349-87 


Sequence 


87, Appl 


344 


28 


25 


. 0 


207 


7 


US- 


11- 


056- 


355B-102 


Sequence 


102, App 


345 


28 


25 


. 0 


207 


7 


us- 


11- 


056- 


355B-21373 


Sequence 


21373, A 


346 


28 


25 


. 0 


207 


7 


us- 


11- 


056- 


355B-28072 


Sequence 


28072, A 


347 


28 


25 


. 0 


207 


7 


us- 


11- 


056- 


355B-31662 


Sequence 


31662, A 


348 


28 


25 


. 0 


207 


7 


us- 


11- 


056- 


355B-43943 


Sequence 


43943, A 


349 


28 


25 


.0 


207 


7 


us- 


11- 


056- 


355B-74485 


Sequence 


74485, A 


350 


28 


25 


.0 


207 


7 


us- 


11- 


056- 


355B-76925 


Sequence 


76925, A 


351 


28 


25 


. 0 


207 


7 


us- 


11- 


056- 


355B-98194 


Sequence 


98194, A 



352 


28 


25 , 


.0 


207 


7 


US- 


11- 


056- 


355B-109433 


Sequence 


109433 , 


353 


28 


25 . 


,0 


209 


7 


US- 


11- 


056- 


355B-43743 


Sequence 


43743, A 


354 


28 


25, 


, 0 


210 


6 


US- 


10- 


953- 


349-14916 


Sequence 


14916, A 


355 


28 


25, 


.0 


210 


6 


US- 


10- 


953- 


349-28111 


Sequence 


28111, A 


356 


28 


25 . 


, 0 


210 


6 


us- 


10- 


449- 


902-36044 


Sequence 


36044, A 


357 


28 


25 , 


, 0 


210 


7 


US- 


11- 


056- 


355B-52099 


Sequence 


52099, A 


358 


28 


25. 


. 0 


210 


7 


US- 


11- 


056- 


355B-66953 


Sequence 


66953, A 


359 


28 


25, 


, 0 


227 


7 


US- 


11- 


056- 


355B-79112 


Sequence 


79112, A 


360 


28 


25. 


, 0 


229 


6 


us- 


10- 


953- 


349-86 


Sequence 


86, Appl 


361 


28 


25, 


, 0 


229 


7 


us- 


11- 


056- 


355B-101 


Sequence 


101, App 


362 


28 


25 . 


, 0 


230 


7 


us- 


11- 


056- 


355B-43742 


Sequence 


43742, A 


363 


28 


25. 


, 0 


231 


6 


us- 


10- 


953- 


349-13514 


Sequence 


13514, A 


364 


28 


25 , 


, 0 


231 


6 


us- 


10- 


449- 


902-55261 


Sequence 


55261, A 


365 


28 


25 , 


, 0 


233 


7 


us- 


11- 


056- 


355B-69924 


Sequence 


69924, A 


366 


28 


25 . 


, 0 


233 


7 


us- 


11- 


056- 


355B-90653 


Sequence 


90653, A 


367 


28 


25 , 


, 0 


233 


7 


us- 


11- 


056- 


355B-94409 


Sequence 


94409, A 


368 


28 


25 , 


, 0 


234 


7 


us- 


11- 


056- 


355B-97114 


Sequence 


97114, A 


369 


28 


25 . 


, 0 


240 


7 


us- 


11- 


056- 


355B-28071 


Sequence 


28071, A 


370 


28 


25. 


, 0 


240 


7 


us- 


11- 


056- 


355B-31661 


Sequence 


31661, A 


371 


28 


25 . 


, 0 


240 


7 


us- 


11- 


056- 


355B-98193 


Sequence 


98193, A 


372 


28 


25. 


, 0 


240 


7 


us- 


11- 


056- 


355B-109432 


Sequence 


109432, 


373 


28 


25. 


, 0 


244 


7 


us- 


11- 


056- 


355B-21372 


Sequence 


21372, A 


374 


28 


25, 


, 0 


244 


7 


us- 


11- 


056- 


355B-29327 


Sequence 


29327, A 


375 


28 


25. 


, 0 


244 


7 


us- 


11- 


056- 


355B-32917 


Sequence 


32917, A 


376 


28 


25 , 


, 0 


244 


7 


us- 


11- 


056- 


355B-69923 


Sequence 


69923, A 


377 


28 


25 . 


, 0 


244 


7 


us- 


11- 


056- 


355B-74484 


Sequence 


74484, A 


378 


28 


25 . 


. 0 


244 


7 


us- 


11- 


056- 


355B-90652 


Sequence 


90652, A 


379 


28 


25 . 


. 0 


244 


7 


us- 


11- 


056- 


355B-94408 


Sequence 


94408, A 


380 


28 


25 . 


. 0 


244 


7 


us- 


11- 


056- 


355B-105545 


Sequence 


105545, 


381 


28 


25 . 


. 0 


244 


7 


us- 


11- 


056- 


355B-116784 


Sequence 


116784, 


382 


28 


25. 


. 0 


247 


7 


us- 


11- 


056- 


355B-44172 


Sequence 


44172, A 


383 


28 


25. 


. 0 


248 


6 


us- 


10- 


953- 


349-15089 


Sequence 


15089, A 


384 


28 


25 . 


. 0 


248 


7 


us- 


11- 


056- 


355B-55801 


Sequence 


55801, A 


385 


28 


25 . 


. 0 


251 


6 


us- 


10- 


449- 


902-44493 


Sequence 


44493, A 


386 


28 


25 . 


, 0 


256 


6 


us- 


10- 


953- 


349-37252 


Sequence 


37252, A 


387 


28 


25 , 


. 0 


256 


7 


us- 


11- 


056- 


355B-1770 


Sequence 


1770, Ap 


388 


28 


25 . 


. 0 


256 


7 


US- 


11- 


056- 


355B-2507 


Sequence 


2507, Ap 


389 


28 


25 . 


. 0 


256 


7 


us- 


11- 


056- 


355B-12321 


Sequence 


12321, A 


390 


28 


25 . 


. 0 


256 


7 


US- 


11- 


056- 


355B-15195 


Sequence 


15195, A 


391 


28 


25 . 


. 0 


256 


7 


us- 


11- 


056- 


355B-44171 


Sequence 


44171, A 


392 


28 


25. 


. 0 


257 


7 


us- 


11- 


056- 


355B-83193 


Sequence 


83193, A 


393 


28 


25. 


. 0 


257 


7 


us- 


11- 


056- 


355B-104315 


Sequence 


104315, 


394 


28 


25 . 


. 0 


257 


7 


us- 


11- 


056- 


355B-115554 


Sequence 


115554, 


395 


28 


25. 


. 0 


261 


6 


us- 


10- 


449- 


902-54074 


Sequence 


54074, A 


396 


28 


25 . 


. 0 


266 


7 


us- 


11- 


056- 


355B-104314 


Sequence 


104314, 


397 


28 


25. 


. 0 


266 


7 


us- 


11- 


056- 


355B-115553 


Sequence 


115553, 


398 


28 


25 . 


. 0 


272 


6 


us- 


10- 


471- 


571A-2414 


Sequence 


2414, Ap 


399 


28 


25 . 


. 0 


282 


6 


us- 


10- 


953- 


349-37251 


Sequence 


37251, A 


400 


28 


25 . 


. 0 


282 


7 


us- 


11- 


056- 


355B-1769 


Sequence 


1769, Ap 


401 


28 


25 . 


. 0 


282 


7 


us- 


11- 


056- 


355B-2506 


Sequence 


25 0 6, Ap 


402 


28 


25 . 


. 0 


282 


7 


us- 


11- 


056- 


355B-15194 


Sequence 


15194, A 


403 


28 


25. 


.0 


286 


6 


us- 


10- 


953- 


349-274 


Sequence 


274, App 


404 


28 


25. 


. 0 


286 


7 


us- 


11- 


056- 


355B-28641 


Sequence 


28641, A 


405 


28 


25. 


.0 


286 


7 


us- 


11- 


056- 


355B-32231 


Sequence 


32231, A 


406 


28 


25. 


.0 


286 


7 


us- 


11- 


056- 


355B-99058 


Sequence 


99058, A 


407 


28 


25. 


.0 


286 


7 


us- 


11- 


056- 


355B-110297 


Sequence 


110297, 


408 


28 


25. 


.0 


289 


6 


us- 


10- 


953- 


349-273 


Sequence 


273, App 



409 


28 


25 . 


0 


289 


7 


us- 


11- 


056- 


355B-28640 


Sequence 


28640, A 


410 


28 


25. 


0 


289 


7 


us- 


11- 


056- 


355B-32230 


Sequence 


32230, A 


411 


28 


25 . 


0 


289 


7 


us- 


11- 


056- 


355B-99057 


Sequence 


99057, A 


412 


28 


25 . 


0 


289 


7 


us- 


11- 


056- 


355B-110296 


Sequence 


110296, 


413 


28 


25 . 


0 


296 


7 


us- 


11- 


056- 


355B-79111 


Sequence 


79111, A 


414 


28 


25. 


0 


299 


6 


us- 


10- 


449- 


902-47205 


Sequence 


47205, A 


415 


28 


25. 


0 


299 


6 


us- 


10- 


449- 


902-55014 


Sequence 


55014, A 


416 


28 


25. 


0 


300 


6 


us- 


10- 


953- 


349-272 


Sequence 


272, App 


417 


28 


25. 


0 


300 


7 


us- 


11- 


056- 


355B-28639 


Sequence 


28639, A 


418 


28 


25. 


0 


300 


7 


us- 


11- 


056- 


355B-32229 


Sequence 


32229, A 


419 


28 


25. 


0 


300 


7 


us- 


11- 


056- 


355B-99056 


Sequence 


99056, A 


420 


28 


25. 


0 


300 


7 


us- 


11- 


056- 


355B-110295 


Sequence 


110295, 


421 


28 


25. 


0 


302 


7 


us- 


11- 


056- 


355B-69922 


Sequence 


69922, A 


422 


28 


25. 


0 


303 


6 


us- 


10- 


953- 


349-37250 


Sequence 


37250, A 


423 


28 


25. 


0 


303 


6 


us- 


10- 


449- 


902-54361 


Sequence 


54361, A 


424 


28 


25. 


0 


303 


7 


us- 


11- 


056- 


355B-1768 


Sequence 


1768, Ap 


425 


28 


25. 


0 


303 


7 


us- 


11- 


056- 


355B-2505 


Sequence 


2505, Ap 


426 


28 


25. 


0 


303 


7 


us- 


11- 


056- 


355B-15193 


Sequence 


15193, A 


427 


28 


25. 


0 


303 


7 


us- 


11- 


056- 


355B-97113 


Sequence 


97113, A 


428 


28 


25. 


0 


317 


7 


us- 


11- 


056- 


355B-104442 


Sequence 


104442, 


429 


28 


25 . 


0 


317 


7 


us- 


11- 


056- 


355B-115681 


Sequence 


115681, 


430 


28 


25 . 


0 


320 


6 


us- 


10- 


953- 


349-16842 


Sequence 


16842, A 


431 


28 


25 . 


0 


320 


6 


us- 


10- 


953- 


349-24229 


Sequence 


24229, A 


432 


28 


25. 


0 


320 


7 


us- 


11- 


056- 


355B-57745 


Sequence 


57745, A 


433 


28 


25 . 


0 


320 


7 


us- 


11- 


056- 


355B-59426 


Sequence 


59426, A 


434 


28 


25. 


0 


322 


6 


us- 


10- 


449- 


902-42980 


Sequence 


42980, A 


435 


28 


25. 


0 


322 


7 


us- 


11- 


056- 


355B-12320 


Sequence 


12320, A 


436 


28 


25. 


0 


323 


7 


us- 


11- 


140- 


450-48 


Sequence 


48, Appl 


437 


28 


25. 


0 


330 


7 


us- 


11- 


056- 


355B-104441 


Sequence 


104441, 


438 


28 


25 . 


0 


330 


7 


us- 


11- 


056- 


355B-115680 


Sequence 


115680, 


439 


28 


25 . 


0 


332 


7 


us- 


11- 


056- 


355B-2492 


Sequence 


2492, Ap 


440 


28 


25 . 


0 


333 


6 


us- 


10- 


953- 


349-24228 


Sequence 


24228, A 


441 


28 


25 . 


0 


333 


6 


us- 


10- 


471- 


571A-1096 


Sequence 


1096, Ap 


442 


28 


25 . 


0 


333 


7 


us- 


11- 


056- 


355B-43741 


Sequence 


43741, A 


443 


28 


25 . 


0 


333 


7 


us- 


11- 


056- 


355B-57744 


Sequence 


57744, A 


444 


28 


25 . 


0 


333 


7 


us- 


11- 


056- 


355B-104440 


Sequence 


104440, 


445 


28 


25 . 


0 


333 


7 


us- 


11- 


056- 


355B-115679 


Sequence 


115679, 


446 


28 


25 . 


0 


336 


7 


us- 


11- 


056- 


355B-83192 


Sequence 


83192, A 


447 


28 


25 . 


0 


337 


6 


us- 


10- 


953- 


349-16841 


Sequence 


16841, A 


448 


28 


25 . 


0 


337 


7 


us- 


11- 


056- 


355B-59425 


Sequence 


59425, A 


449 


28 


25 . 


0 


353 


7 


us- 


11- 


056- 


355B-2491 


Sequence 


2491, Ap 


450 


28 


25 . 


0 


360 


6 


us- 


10- 


953- 


349-16840 


Sequence 


16840, A 


451 


28 


25 . 


0 


360 


7 


us~ 


11- 


056- 


355B-59424 


Sequence 


59424, A 


452 


28 


25 . 


0 


365 


6 


us- 


10- 


449- 


902-35854 


Sequence 


35854, A 


453 


28 


25 . 


0 


370 


7 


us- 


11- 


056- 


355B-81931 


Sequence 


81931, A 


454 


28 


25 . 


0 


382 


6 


us- 


10- 


449- 


902-47235 


Sequence 


47235, A 


455 


28 


25 . 


0 


396 


6 


us- 


10- 


449- 


902-39764 


Sequence 


39764, A 


456 


28 


25 . 


o 


408 


6 


us- 


10- 


449- 


902-38398 


Sequence 


38398, A 


457 


28 


25 . 


o 


423 


1 


US- 


09- 


949- 


925-153 


Sequence 


153, App 


458 


28 


25 . 


o 


426 


6 


us- 


10- 


449- 


902-37641 


Sequence 


37641, A 


459 


28 


25 . 


0 


426 


6 


us- 


10- 


449- 


902-56557 


Sequence 


56557, A 


460 


28 


25. 


0 


428 


6 


us- 


10- 


449- 


902-32751 


Sequence 


32751, A 


461 


28 


25. 


0 


431 


7 


us- 


11- 


056- 


355B-89645 


Sequence 


89645, A 


462 


28 


25 . 


0 


431 


7 


us- 


11- 


056- 


355B-93401 


Sequence 


93401, A 


463 


28 


25 . 


0 


439 


7 


US- 


11- 


056- 


355B-98167 


Sequence 


98167, A 


464 


28 


25. 


0 


439 


7 


us- 


11- 


056- 


355B-109406 


Sequence 


109406, 


465 


28 


25. 


0 


470 


6 


us- 


10- 


953- 


349-32557 


Sequence 


32557, A 



466 


28 


25 


.0 


470 


7 


US-11 


467 


28 


25 


. 0 


472 


6 


US-10 


468 


28 


25 


.0 


495 


6 


US-10 


469 


28 


25 


0 


501 


7 


US-11 


470 


28 


25 


.0 


508 


6 


US-10 


471 


28 


25 


0 


509 


7 


US-11 


472 


28 


25 


0 


518 


7 


US-11 


473 


28 


25 


0 


528 


7 


US-11 


474 


28 


25 


0 


539 


6 


US-10 


475 


28 


25 


0 


542 


6 


US-10 


476 


28 


25 


0 


542 


7 


US-11 


477 


28 


25 


0 


561 


6 


US-10 


478 


28 


25 


0 


561 


7 


US-11 


479 


28 


25 


0 


572 


6 


US-10 


480 


28 


25 


0 


618 


6 


US-10 


481 


28 


25 


0 


656 


6 


US-10 


482 


28 


25 


0 


661 


6 


US-10 


483 


28 


25 


0 


698 


6 


US-10 


484 


28 


25 


0 


698 


6 


US-10 


485 


28 


25 


0 


736 


6 


US-10 


486 


28 


25 


0 


749 


7 


US-11 


487 


28 


25 


0 


758 


7 


US-11 


488 


28 


25 


0 


779 


6 


US-10 


489 


28 


25 


0 


803 


6 


US-10 


490 


28 


25 


0 


826 


6 


US-10 


491 


28 


25 


0 


829 


6 


US-10 


492 


28 


25 


0 


914 


7 


US-11 


493 


28 


25 


0 


915 


6 


US-10 


494 


28 


25 


o 


925 


6 


US-10 


495 


28 


25 


0 


939 


7 


US-11 


496 


28 


25 


0 


946 


6 


US-10 


497 


28 


25 


0 


958 


7 


US-11 


498 


28 


25 


0 


974 


7 


US-11 


499 


28 


25 


0 


993 


7 


US-11 


500 


28 


25 


0 


1001 


7 


US-11 



056- 


355B-67422 


Sequence 


67422, 


A 


449- 


902-48287 


Sequence 


48287, 


A 


511- 


937-2971 


Sequence 


2971, 


Ap 


056- 


355B-39005 


Sequence 


39005, 


A 


449- 


902-53089 


Sequence 


53089, 


A 


056- 


355B-39004 


Sequence 


39004, 


A 


056- 


355B-50434 


Sequence 


50434, 


A 


056- 


355B-50433 


Sequence 


50433, 


A 


511- 


436A-58 


Sequence 


58, Appl 


953- 


349-32556 


Sequence 


32556, 


A 


056- 


355B-67421 


Sequence 


67421, 


A 


953- 


349-32555 


Sequence 


32555, 


A 


056- 


355B-67420 


Sequence 


67420, 


A 


449- 


902-38689 


Sequence 


38689, 


A 


449- 


902-47769 


Sequence 


47769, 


A 


449- 


902-52546 


Sequence 


52546, 


A 


449- 


902-54195 


Sequence 


54195, 


A 


449- 


902-43604 


Sequence 


43604, 


A 


449- 


902-43614 


Sequence 


43614, 


A 


471- 


571A-320 


Sequence 


320, App 


293- 


697-4038 


Sequence 


4038, 


Ap 


293- 


697-2612 


Sequence 


2612, 


Ap 


449- 


902-53491 


Sequence 


53491, 


A 


449- 


902-41044 


Sequence 


41044, 


A 


449- 


902-35295 


Sequence 


35295, 


A 


471- 


571A-3682 


Sequence 


3682, 


Ap 


121- 


154-119 


Sequence 


119, App 


523- 


014-4 


Sequence 


4, Appli 


449- 


902-45570 


Sequence 


45570, 


A 


056- 


355B-78760 


Sequence 


78760, 


A 


449- 


902-50315 


Sequence 


50315, 


A 


056- 


355B-78759 


Sequence 


78759, 


A 


056- 


355B-97454 


Sequence 


97454, 


A 


056- 


355B-97453 


Sequence 


97453, 


A 


056- 


355B-78758 


Sequence 


78758, 


A 



ALIGNMENTS 



RESULT 1 

US-11-055-093-80 

Sequence 80, Application US/11055093 
Publication No. US20060094652A1 
GENERAL INFORMATION: 



APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 



LEVY, ODILE ESTHER 
HANLEY, MICHAEL R. 
JODKA, CAROLYN M. 
LEWIS, DIANA Y. 
SOARES, CHRISTOPHER 
GHOSH, SOUMITRA S. 
D ' SOUZA , LAWRENCE 
PARKES , DAVID 
MACK, CHRISTINE M . 



TITLE OF INVENTION: HYBRID POLYPEPTIDES WITH SELECTABLE PROPERTIES 
FILE REFERENCE: 18528.74 0 

CURRENT APPLICATION NUMBER: US/ll/055 , 093 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: July 17, 2006, 19:54:03 ; Search time 15.3017 Seconds 

(without alignments) 
232.655 Million cell updates/sec 



Title: 

Perfect score: 
Sequence : 



US-10-649-138A-44 
112 

1 XXNTATXATQRLXNFLXXXXXNXGXXLXXTXVGSNTY 37 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



283416 seqs, 96216763 residues 



Total number of hits satisfying chosen parameters: 



283416 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 500 summaries 



Database : PIR 80:* 



1: 


pirl : 


* 


2: 


pir2 : 


* 


3 : 


pir3 : 




4 : 


pir4 : 





Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 



1 


104 


92 


9 


89 


1 


TCHUIA 


islet amyloid poly 


2 


102 


91 


1 


89 


2 


S22344 


islet amyloid poly 


3 


102 


91 


1 


89 


2 


A33542 


islet amyloid poly 


4 


102 


91 


1 


92 


2 


D33542 


islet amyloid poly 


5 


101 


90 


2 


91 


2 


A36118 


islet amyloid poly 


6 


99 


88 


4 


37 


2 


S05037 


insulinoma amyloid 


7 


99 


88 


4 


92 


2 


S13116 


islet amyloid prot 


8 


98 


87 


5 


93 


1 


C33542 


islet amyloid poly 


9 


98 


87 


5 


93 


1 


TCRTIA 


islet amyloid poly 


10 


89 


79 


5 


135 


2 


A56855 


islet amyloid poly 


11 


69 


61 


6 


29 


2 


A61509 


islet amyloid poly 


12 


50 


44 


6 


125 


1 


TCCHRP 


calcitonin gene-re 


13 


45 


40 


2 


72 


2 


137232 


calcitonin gene-re 



14 


45 


40 


. 2 


127 


2 


A25864 


calcitonin gene-re 


15 


44 


39 


.3 


37 


2 


JH0709 


calcitonin gene-re 


16 


43 


38 


.4 


23 


2 


146933 


islet amyloid poly 


17 


43 


38 


.4 


23 


2 


146934 


islet amyloid poly 


18 


43 


38 


. 4 


128 


1 


TCRTR 


calcitonin gene-re 


19 


42 


37 


. 5 


128 


2 


B44173 


calcitonin gene-re 


20 


42 


37 


. 5 


134 


2 


A44173 


calcitonin gene-re 


21 


41 


36 


. 6 


389 


2 


T23167 


hypothetical prote 


22 


41 


36, 


. 6 


405 


2 


A64388 


3 - hydroxy- 3 - methyl 


23 


41 


36 


. 6 


833 


2 


AB0448 


probable insectici 
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34 


.4 
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2 


T31064 


hypothetical prote 
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34 


.4 


1026 


2 


A48995 


paracrystalline su 


26 
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.4 


1073 


2 


C87374 


S- layer protein Rs 


27 


38 


33 


. 9 
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1 


TCHUR 


calcitonin gene-re 


28 


37 


33 


. 0 


461 


2 


A82220 


hypothetical prote 


29 


36 


32 
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258 


2 


H81321 


probable integral 
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36 
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. 1 


319 


2 


C64852 


probable pseudouri 
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36 
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319 


2 


D85671 


hypothetical prote 
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36 
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319 


2 


H90811 


hypothetical prote 


33 


36 
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406 


2 


T31786 


hypothetical prote 


34 


36 
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. 1 
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2 


F95869 


probable ABC trans 


35 


36 
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. 1 
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2 


G64633 


rep helicase, sing 


36 


36 


32 


. 1 
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2 


B75489 


hypothetical prote 


37 


36 


32 


, 1 
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2 


T21957 


hypothetical prote 


38 


36 
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, 1 


848 


2 


155498 


testicular dynamin 
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. 7 


3282 


2 


E82750 


hemagglutinin- like 


40 


35.5 


31 , 


, 7 


3442 


2 


E82589 


hemagglutinin- like 


41 


35 . 5 


31 , 


. 7 


3455 


2 


B82519 


hemagglutinin- like 


42 


35 


31 , 


. 2 


198 


2 


H64736 


yadK protein - Esc 


43 


35 


31 , 


. 2 


264 


2 


S55367 


Merozoite surface 


44 


35 
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. 2 


264 


2 


A31818 


merozoite 45K surf 


45 


35 


31 , 


. 2 


349 


2 


C86662 


hypothetical prote 


46 


35 
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. 2 
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2 


A46230 


RNA-binding protei 


47 


35 
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. 2 


688 


2 


D72418 


DNA ligase - Therm 


48 


35 
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. 2 


763 


2 


B86454 


hypothetical prote 


49 


35 
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. 2 


792 


2 


T50122 


vesicular transpor 


50 


34 .5 
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193 


2 


D90206 


imidazoleglycerol- 


51 


34 .5 


30 . 
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634 


2 


A64521 


outer membrane pro 


52 


34 
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. 4 


122 


2 


T52190 


probable dormancy- 


53 


34 
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169 


2 


E86522 


CT144 hypothetical 


54 


34 


30 . 
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169 


2 


G81570 


conserved hypothet 


55 


34 
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. 4 


172 


2 


A45637 


merozoite surface 


56 


34 
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. 4 


203 


2 


T39145 


4 0s ribosomal prot 


57 


34 
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, 4 


215 


2 


AF1514 


transcription regu 


58 


34 
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. 4 


251 


2 


B69402 


conserved hypothet 


59 


34 
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, 4 


395 


2 


A46031 


immobilization sur 


60 


34 


30 . 


. 4 


429 


2 


AC1163 


flagellar hook-ass 


61 


34 
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. 4 


429 


2 


AC1522 


flagellar hook-ass 


62 


34 


30 . 


, 4 


716 


2 


AC2449 


ABC transporter AT 


63 


34 


30 . 


, 4 


825 


2 


S64783 


probable membrane 


64 


34 


30 . 


. 4 


1038 


2 


D95252 


fucolec tin- related 


65 


34 


30 , 


.4 


1038 


2 


B98117 


hypothetical prote 


66 


33.5 


29. 
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449 


2 


C75053 


DNA damage- indue ib 


67 


33 .5 


29. 


. 9 


449 


2 


E71172 


probable damage -in 


68 


33 .5 


29 . 
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668 


2 


A71986 


probable outer mem 


69 


33 


29. 


, 5 


150 


2 


C71939 


ferric uptake regu 


70 


33 
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,5 


150 


2 


C64648 


ferric uptake regu 



71 


33 


29 


. 5 


180 


2 


S32917 


hypothetical prote 


72 


33 


29 


. 5 


192 


2 


AI1877 


thioredoxin-like p 


73 


33 


29 


.5 


218 


2 


D64154 


hypothetical prote 


74 


33 


29 


.5 


238 


2 


AB3342 


sugar fermentation 


75 


33 


29 


.5 


301 


2 


T19399 


hypothetical prote 


76 


33 


29 


. 5 


359 


2 


T24539 


hypothetical prote 


77 


33 


29 


.5 


403 


2 


G84222 


NADH dehydrogenase 


78 


33 


29 


. 5 


408 


2 


A81243 


twitching motility 


79 


33 


29 


.5 


408 


2 


D82016 


pilT-like protein 


80 


33 


29, 


. 5 


467 


2 


T10854 


1 - aminocyc lopropan 


81 


33 


29, 


. 5 


482 


2 


E97748 


virBlO protein [im 


82 


33 


29 


.5 


496 


2 


E90181 


hypothetical prote 


83 


33 
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. 5 


511 


1 


JQ1935 


endo- 1 , 4 -beta-xyla 


84 


33 


29. 


.5 


580 


2 


B70868 


probable transfera 


85 


33 


29. 


.5 


598 


2 


AC0154 


probable membrane 


86 


33 


29, 


.5 


688 


2 


T21641 


hypothetical prote 


87 


33 


29. 


.5 


695 


2 


D86392 


T1K7.9 protein - A 


88 


33 


29. 


.5 


873 


2 


B53225 


ecdysone- induced p 


89 


33 


29. 


. 5 


943 


2 


A42681 


centromere protein 


90 


33 
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.5 


1216 


2 


H85023 


hypothetical prote 


91 


33 


29. 


,5 


1496 


2 


T00499 


probable retroelem 


92 


33 
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2529 


2 


A56923 


transcription fact 
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33 
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,5 


2578 


2 


A56922 


transcription fact 
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33 
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,5 


4848 


2 


T30289 


pristinamycin I sy 
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B86807 
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132 


2 


T03397 


hypothetical prote 
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.6 


166 


2 


AE3342 


hypothetical prote 


98 


32 
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.6 


168 


2 


T27366 


hypothetical prote 


99 


32 
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.6 


178 


2 


A69373 


imidazoleglycerol- 


100 


32 


28 . 


, 6 


203 


2 


S03584 


ribosomal protein 


101 


32 


28. 


,6 


214 


2 


T02082 


probable inorganic 
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32 


28. 


6 


239 


2 


E64161 


conserved hypothet 
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32 
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.6 


244 


2 


B86891 


hypothetical prote 
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32 
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6 


248 


2 


G83478 


probable permease 


105 


32 


28 . 


6 


256 


2 


G89899 


undecaprenyl pyrop 
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32 
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6 


267 


2 


S54713 


fibroin light chai 


107 


32 


28 , 


6 


314 


2 


T25708 


hypothetical prote 


108 


32 
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6 


320 


2 


AB0194 


pseudouridylate sy 


109 


32 


28 . 


,6 


333 


2 


T04205 


hypothetical prote 


110 


32 


28 . 


6 


404 


1 


A69049 


molybdenum cofacto 


111 


32 


28. 


,6 


411 


2 


AG213 5 


glutamate- 1- semial 
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32 


28. 


6 


444 


2 


A85915 


hypothetical prote 
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32 
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6 


444 


2 


F91070 


probable transcrip 
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32 
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6 


457 


2 


H70820 


hypothetical glyci 
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6 


467 


1 


S45493 


serine proteinase 
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32 


28. 


6 


491 


2 


A95075 


PTS system, lie co 
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32 
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6 


494 


2 


G70016 


uricase homolog yu 
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32 
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6 


496 


2 


AC1306 


carboxy- terminal p 


119 


32 
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6 


630 


2 


S70909 


transf errin-bindin 


120 


32 
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6 


695 


2 


S76751 


translation elonga 


121 


32 
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6 


782 


2 


AE2262 


phosphor ibosyl form 
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6 


835 


2 


F90260 


hypothetical prote 
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32 
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6 


837 


2 


D82796 


conserved hypothet 
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32 


28. 


6 


924 


2 


C83572 


organic solvent to 


125 


32 
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6 


958 


1 


P1BVCC 


la protein - cowpe 


126 


32 


28. 


6 


1101 


2 


S15271 


endoglucanase C (E 
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32 


28. 


6 


1104 


2 


S59310 


probable membrane 
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32 


28 


. 6 


1379 


2 


T13718 


pollux gene protei 


129 


32 


28 


.6 


1475 


2 


A44765 


alpha -amylase (EC 


130 


32 


28 


. 6 


1510 


2 


T13634 


probable minor tai 
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32 


28 


.6 


1517 


2 


T13329 


hypothetical prote 
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32 


28 


.6 


2233 


2 


T28669 


surface protein 51 


133 


32 


28 


.6 


2517 


2 


S58380 


probable RNA-direc 


134 


32 


28 


.6 


2523 


2 


T18477 


hypothetical prote 
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31.5 


28 


. 1 


430 


2 


A69778 


metabolite transpo 


136 


31.5 


28 


. 1 


1493 


2 


H71445 


hypothetical prote 


137 


31 


27, 


. 7 


93 


2 


AG0667 


probable phosphotr 


138 


31 


27, 


. 7 


114 


2 


T08325 


hypothetical prote 


139 


31 


27. 


. 7 


176 


2 


B85355 


hypothetical prote 


140 


31 


27. 


.7 


208 


1 


D71802 


hypothetical prote 


141 


31 


27, 


. 7 


216 


2 


C83022 


conserved hypothet 


142 


31 


27, 


.7 


228 


2 


E71304 


conserved hypothet 


143 


31 


27. 


.7 


247 


2 


A97527 


probable di- trans, 


144 


31 


27, 


.7 


247 


2 


AB2746 


undecaprenyl pyrop 


145 


31 


27. 


.7 


249 


2 


T48857 


di- trans , poly-cis- 


146 


31 


27. 


.7 


262 


2 


S51834 


arcelin precursor 


147 


31 


27. 


. 7 


264 


2 


T50640 


zinc finger protei 


148 


31 


27 , 


, 7 


284 


2 


B88508 


protein H14A12.3 [ 


149 


31 
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. 7 


302 


2 


AE0958 


probable LysR-fami 
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31 


27. 


, 7 


306 


2 


T05274 


2 ' - hydroxy isof lavo 
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31 


27. 


. 7 


307 


2 


T47676 


zinc finger protei 


152 


31 


27 . 


. 7 


309 


2 


AI0985 


2 - dehydro - 3 - deoxyg 


153 


31 


27. 


. 7 


319 


2 


AE0641 


pseudouridylate sy 


154 


31 


27. 


. 7 


352 


2 


T06463 


phosphor ibulokinas 


155 


31 


27. 


. 7 


356 


2 


S52039 


malate dehydrogena 
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31 


27 . 


. 7 


365 


2 


AF1952 


cysteine synthase 
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31 


27. 


, 7 


369 


2 


B37819 


connexin-42 - chic 
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31 


27 , 


. 7 


377 


2 


AD3651 


ornithine decarbox 
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31 


27 . 


. 7 


382 


2 


S47747 


2 - dehydro - 3 - deoxyg 


160 


31 


27. 


. 7 


382 


2 


F91179 


ketodeoxygluconoki 
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31 


27. 


. 7 


382 


2 


G86025 


ketodeoxygluconoki 
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31 


27. 


. 7 


387 


2 


D38302 


pepsin (EC 3.4.23. 
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31 


27 . 


. 7 


395 


2 


S16583 


phosphor ibulokinas 
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31 


27 , 


. 7 


404 


2 


S16585 


phosphor ibulokinas 


165 


31 


27. 


.7 


404 


2 


S15743 


phosphor ibulokinas 
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31 


27, 


.7 


408 


2 


C86960 


serine-rich antige 
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31 


27 . 


.7 


408 


2 


S39872 


45 kDa protein - M 


168 


31 


27. 


.7 


408 


2 


S33522 


45K protein - Myco 


169 


31 


27. 


.7 


442 


2 


S05496 


tubulin beta chain 


170 


31 


27. 


.7 


446 


2 


A27424 


tubulin beta chain 
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31 


27 . 


.7 


454 


2 


A33655 


tubulin beta- 2 cha 
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31 


27 , 


. 7 


465 


2 


A4 7 02 3 


S- layer protein - 
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31 


27. 


,7 


473 


2 


T39028 


citrate synthase p 
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31 


27. 


.7 


478 


2 


T04519 


hypothetical prote 
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31 
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. 7 


511 


2 


AB0397 


multidrug resistan 
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31 


27 . 


. 7 


512 


2 


G86360 


probable sucrose-p 


177 


31 


27. 


.7 


512 


2 


S38196 


sucrose transport 


178 


31 


27. 


.7 


557 


1 


TLBPT3 


tail fiber protein 


179 


31 


27. 


. 7 


586 


1 


C64988 


probable sulf atase 
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31 


27 . 


. 7 


586 


2 


AE0786 


probable sulphatas 
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31 


27. 


,7 


586 


2 


B85858 


probable sulf atase 
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31 


27 . 


, 7 


586 


2 


H91013 


probable sulfatase 
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31 


27 . 


, 7 


602 


2 


AC2313 


hypothetical prote 
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31 
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, 7 


606 


2 


S70358 


centromere protein 
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31 
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. 7 


651 


2 


C86333 


hypothetical prote 
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31 
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. 7 


676 


2 


B71882 


probable ATP-depen 
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31 


27 . 


. 7 


677 


2 


S54561 


RNA14 protein - ye 
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31 


27 , 


. 7 


686 


2 


S28042 


hemin receptor pre 


189 


31 


27 . 


. 7 


771 


2 


T34376 


hypothetical prote 
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31 


27, 


,7 


779 


2 


E97778 


endopeptidase La ( 
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31 


27 . 


. 7 


784 


1 


A71704 


endopeptidase La ( 
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31 
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,7 


840 


2 


T01272 


hypothetical prote 
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31 


27 , 
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840 


2 


A27832 


cell division cont 
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31 


27. 


. 7 


846 


2 


S13795 


neurotactin - frui 


195 


31 


27 , 


. 7 


846 


2 


S12005 


neurotactin - frui 


196 


31 


27 , 


, 7 


905 


2 


T00475 


probable disease r 
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31 


27 . 


.7 


947 


2 


AI2787 


valyl-tRNA synthet 


198 


31 


27 . 


.7 


947 


2 


B97567 


valyl-tRNA synthet 


199 


31 


27 , 


.7 


956 


2 


A45506 


H+- exporting ATPas 


200 


31 


27 , 


, 7 


957 


2 


A41779 


H+- exporting ATPas 
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31 


27 . 


. 7 


1074 


2 


T52654 


Ca2 + - 1 ranspor t ing 
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31 


27 . 


. 7 


1113 


2 


S48495 


probable membrane 
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31 
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,7 


1122 


2 


G64887 


probable tail fibe 
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31 
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.7 
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DNA- binding protei 
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1213 
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S16356 


ovo protein - frui 
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31 
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2 
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hypothetical prote 
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31 
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1376 


1 
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major capsid prote 
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31 
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JQ1534 


E2 glycoprotein pr 


209 


31 
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E2 glycoprotein pr 
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31 
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1445 


2 


T15212 


hypothetical prote 
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2 


A43855 


high- molecular -wei 
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31 
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2035 


2 


A40718 


host cell factor C 
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2 


AD0835 


large repetitive p 


214 
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27 . 
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216 


2 


B81166 


N-6 adenine- specif 
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2 


D82285 


inositol monophosp 
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403 


2 


AB0640 


flagellar hook pro 


217 


30.5 
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S10365 


flagellar hook pro 
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E84549 


probable protein k 
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dep protein precur 


220 


30.5 
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AI1426 


transmembrane effl 
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466 
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transmembrane effl 
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531 


2 


S57752 


hal3 protein - yea 
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27 
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2 


S49338 


transcription fact 
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2 


T40742 


hypothetical integ 
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2 


S53037 


PLB1 protein - yea 
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27 
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1093 


2 


T18275 


1 - pho spha t idyl inos 
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D86896 


hypothetical prote 
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F72597 


hypothetical prote 
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2 


S69590 


hypothetical prote 
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208 


1 


G64715 


conserved hypothet 
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209 


2 


F97249 


conserved membrane 
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216 


2 


E86699 


NADPH- flavin oxido 
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218 


1 


E64523 


dethiobiotin synth 
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30 


26 


. 8 


218 
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G71982 


dethiobiotin synth 
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. 8 


219 


2 


E64850 


flagellar basal bo 
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26 
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219 


2 


H97663 


25K outer-membrane 
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225 
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S55720 


ribosomal protein 
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S55963 


hypothetical prote 
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229 
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T20722 


hypothetical prote 


240 


30 


26, 
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238 


2 


E84277 


hypothetical prote 
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.8 


249 


2 


S66851 


probable membrane 
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T48684 


hypothetical prote 
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E95931 


probable amino aci 
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AH2504 


hypothetical prote 
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T00397 


hypothetical prote 
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S32735 


AAF protein - Esch 
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269 


2 


AG314 5 


inositol monophosp 
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8 
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2 


C64544 


enoyl- [acyl-carrie 
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30 
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8 


275 
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B71964 


enoyl-acyl carrier 
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D98142 


spcA protein (AF17 
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H86724 


acetylglutamate ki 
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E90397 


dihydrodipicolinat 
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F88711 


protein C17H12 . 6 [ 
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T41228 


5 1 -amp-activated p 
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T42415 


SIP2 protein homol 
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AB0402 


probable transcrip 
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2 


G82126 


ribosomal large ch 


258 
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F84966 


thioredoxin-disulf 
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2 


T47574 


embryonic abundant 
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A82538 


pseudouridylate sy 
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A82751 


ABC transporter AT 
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30 
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2 
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proteinase htpX (E 
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2 


S12850 


protein TPX - Ther 
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30 
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, 8 


362 


2 


C88086 


protein T11F1.1 [i 
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30 
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, 8 


376 


2 


G82656 


twitching motility 


266 


30 


26 . 


, 8 


380 


2 


JQ1737 


hypothetical 42. 2K 
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F72204 


hypothetical prote 
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383 
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S55594 


G protein- coupled 
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A82144 


hypothetical prote 
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T12436 
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Sequence : 
Scoring table: 

Searched: 



BLOSUM62 

Gapop 10.0 , Gapext 0 . 5 



2849598 seqs, 925015592 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 500 summaries 



2849598 



Database 



UniProt_7.2:* 
1 : uniprot_sprot : * 
2 : uniprot_trembl : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 



Query 



No. 


Score 


Match Length DB 


ID 


Description 


1 


104 


92 . 


. 9 


89 


1 


IAPP_HUMAN 


P10997 


homo sapien 


2 


102 


91. 


, 1 


89 


1 


IAPP_CANFA 


P17716 


canis famil 


3 


102 


91, 


.1 


89 


1 


IAPP_FELCA 


P12967 


felis silve 


4 


102 


91. 


,1 


92 


1 


IAPP__CAVPO 


P12966 


cavia porce 


5 


101 


90. 


.2 


91 


1 


IAPP_OCTDE 


P22889 


octodon deg 


6 


99 


88. 


.4 


37 


1 


IAPP_CRIGR 


P19890 


cricetulus 


7 


99 


88 . 


,4 


92 


1 


IAPP_MESAU 


P23442 


mesocricetu 


8 


98 


87. 


.5 


93 


1 


IAPP_MOUSE 


P12963 


mus musculu 


9 


98 


87. 


.5 


93 


1 


IAPP_RAT 


P12969 


rattus norv 


10 


89 


79. 


.5 


135 


2 


Q90743_CHICK 


Q90743 


gallus gall 


11 


80 


71. 


.4 


66 


2 


Q9BEF0_ERIEU 


Q9bef 0 


erinaceus e 


12 


74 


66, 


,1 


51 


2 


Q4TB97_TETNG 


Q4tb97 


tetraodon n 


13 


71 


63. 


.4 


67 


1 


IAPP__RABIT 


Q073 3 4 


oryctolagus 


14 


68 


60. 


.7 


32 


1 


IAPP_PIG 


Q29119 


sus scrofa 


15 


65 


58. 


. 0 


32 


1 


IAPPJ3AGOE 


Q28934 


saguinus oe 



16 


60 


53 . 


. 6 


32 


1 


IAPPJ3HEEP 


Q28605 


ovis aries 


17 


53 


47 . 


.3 


126 


2 


Q6DGJ9_BRARE 


Q6dgj9 


brachydanio 


18 


52 


46 . 


.4 


32 


1 


IAPP BOVIN 


Q28207 


bos taurus 


19 


52 


46. 


.4 


37 


1 


CALCR_RANRI 


P31888 


rana ridibu 


20 


51 


45. 


.5 


52 


2 


P7 9814_ONCGO 


P79814 


cncorhynchu 


21 


51 


45 . 


,5 


126 


2 


Q8QFT9_FUGRU 


Q8qf tS 


fugu rubrip 


22 


51 


45 . 


.5 


184 


2 


Q4S167_TETNG 


Q4S167 


tetraodon n 


23 


50 


44 . 


.6 


56 


2 


Q92164_ONCSP 


Q92164 


oncorhynchu 


24 


50 


44 , 


,6 


115 


1 


CALCR_PHYB I 


P81564 


phyllomedus 


25 


50 


44 . 


.6 


125 


1 


CALCA_CHICK 


P10286 


gallus gall 


26 


48 


42 . 


, 9 


25 


2 


Q9BEE1_MACRU 


Q9beel 


macropus ru 


27 


47 


42 , 


, 0 


51 


2 


Q4SI73JTETNG 


Q4si73 


tetraodon n 


28 


45 


40. 


.2 


37 


1 


CALCA_PIG 


P30880 


sus scrofa 


29 


45 


40 . 


. 2 


53 


2 


Q8WNX2_CALJA 


Q8wnx2 


callithrix 


30 


45 


40, 


, 2 


127 


1 


CALCB_HUMAN 


P10092 


homo sapien 


31 


45 


40 . 


. 2 


127 


2 


Q569I0_HUMAN 


Q569i0 


homo sapien 


32 


44 


39. 


.3 


37 


1 


CALCA_SHEEP 


P30881 


ovis aries 


33 


44 


39 , 


, 3 


44 


2 


Q4THN9_TETNG 


Q4thn9 


tecraodon n 


34 


44 


39, 


, 3 


104 


2 


Q6DGM9_BRARE 


Q6dgm9 


brachydanio 


35 


44 


39. 


. 3 


129 


1 


CALCB_HORSE 


Q9n0t3 


equus cabal 


36 


44 


39. 


, 3 


130 


1 


CALCB_MOUSE 


Q99mp3 


mus musculu 


37 


44 


39. 


. 3 


130 


2 


Q3UW96_MOUSE 


Q3uw96 


mus musculu 


38 


43 


38 . 


. 4 


23 


1 


IAPP_LEPEU 


Q07333 


lepus europ 


39 


43 


38, 


,4 


50 


2 


Q66VC1JRAT 


Q66vcl 


rattus norv 


40 


43 


38 . 


. 4 


128 


1 


CALCA_CANFA 


Q9myvl 


canis famil 


41 


43 


38 , 


.4 


128 


1 


CALCA_MOUSE 


Q99ja0 


mus musculu 


42 


43 


38 . 


,4 


128 


1 


CALCA_RAT 


P01256 


rattus norv 


43 


42 


37 . 


, 5 


134 


1 


CALCB_RAT 


P10093 


rattus norv 


44 


41 


36 . 


. 6 


201 


2 


Q811E4_MOUSE 


Q811e4 


mus musculu 


45 


41 


36 . 


. 6 


389 


2 


Q21081_CAEEL 


Q210B1 


caenorhabdi 


46 


41 


36 . 


. 6 


405 


1 


HMDHJ4ETJA 


Q58116 


methanococc 


47 


41 


36. 


. 6 


486 


2 


Q66JT4_MOUSE 


Q66jt4 


mus musculu 


48 


41 


36. 


. 6 


512 


2 


Q5TGN7_HUMAN 


Q5tgn7 


homo sapien 


49 


41 


36. 


. 6 


774 


2 


Q8D1P8_YERPE 


Q8dlp8 


yersinia pe 


50 


41 


36. 


. 6 


776 


2 


Q74PN4_YERPE 


Q74pn4 


yersinia pe 


51 


41 


36. 


, 6 


830 


2 


Q6QDZ2_YERPS 


Q6qdz2 


yersinia ps 


52 


41 


36. 


. 6 


833 


2 


Q8ZAV3_YERPE 


Q8zav3 


yersinia pe 


53 


41 


36 , 


. 6 


1165 


2 


Q6F3F9_MOUSE 


Q6f 3i:9 


mus musculu 


54 


41 


36. 


. 6 


1193 


2 


Q6F3F7_HUMAN 


Q6f 3f 7 


homo sapien 


55 


41 


36 , 


, 6 


1221 


1 


GP126 HUMAN 


Q8 6sq4 


homo sapien 


56 


41 


36. 


. 6 


1221 


2 


Q6F3F8JHUMAN 


Q6i:3f 8 


homo sapien 


57 


41 


36. 


. 6 


1222 


2 


Q6DHZ4_HUMAN 


Q6dhz4 


homo sapien 


58 


41 


36. 


. 6 


1222 


2 


Q6F3F5_HUMAN 


Q6f 3f 5 


homo sapien 


59 


41 


36. 


. 6 


1222 


2 


Q8IXA4_HUMAN 


Q8ixa4 


homo sapien 


60 


41 


36. 


. 6 


1250 


2 


Q6F3F6_HUMAN 


Q6f 3 1:6 


homo sapien 


61 


40 


35 . 


. 7 


125 


2 


Q75V95_BOVIN 


Q75v95 


bos taurus 


62 


40 


35. 


. 7 


346 


2 


Q4IDQ4_GIBZE 


Q4id.q4 


gibberella 


63 


40 


35 , 


. 7 


368 


2 


Q6VZ92_CNPV 


Q6vz' J 2 


canarypox v 


64 


40 


35 


. 7 


606 


2 


Q6GPF2_XENLA 


Q6gp::2 


xenopus lae 


65 


40 


35 , 


. 7 


720 


2 


Q5ASJ9JEMENI 


Q5as-j 9 


aspergillus 


66 


39.5 


35 , 


. 3 


209 


2 


Q7VFJ9_HELHP 


Q7v£-j9 


helicobacte 


67 


39.5 


35. 


. 3 


2601 


2 


Q3R8 6 9_XYLFA 


Q3r8C9 


xylella fas 


68 


39.5 


35 


.3 


2844 


2 


Q 3 RD 1 5_X YLFA 


Q3rdl5 


xylella fas 


69 


39.5 


35 


.3 


3369 


2 


Q3R9C9_XYLFA 


Q3r9c9 


xylella fas 


70 


39 


34 


. 8 


52 


2 


Q8WNX3_CALJA 


Q8wnx3 


callithrix 


71 


39 


34 


.8 


126 


2 


Q862B1_PIG 


Q8 62bl 


sus scrofa 


72 


39 


34 


.8 


127 


1 


CALC A_HORS E 


Q9n0t2 


equus cabal 



73 


39 


34 . 


8 


316 


2 


Q6 CTYO KLULA 


Q6ctv0 


k 1 uyv e r o my c 


74 


39 


34 . 


8 


449 


2 


Q4CA74 CROWT 


Q4ca7 4 


crocosphaer 


75 


39 


34 . 


8 


454 


2 


Q5V6X5 HAL MA 


Q5v6x5 


haloarcula 


76 


39 


34 . 


8 


1624 


2 


Q4I3 3 5 GIBZE 


Q4i335 


gibber el la 


77 


38 . 5 


34 . 


4 


671 


2 


Q4JUV2 CORJK 


Q4 juv2 


corynebacte 


78 


38.5 


34 . 


4 


1025 


1 


SLAP CAUCR 


P35823 


canlobacter 


79 


38.5 


34 . 


4 


1837 


2 


Q9N5F6 CAEEL 


Q9n5f 6 


caenorhabdi 


80 


38 . 5 


34 . 


4 


3377 


2 


Q87AN1 XYLFT 


Q87anl 


xylella fas 


81 


38.5 


34 . 


4 


3457 


2 


Q87.9S6 XYLFT 


Q879s6 


xylella fas 


82 


38 


33 . 


9 


60 


2 


Q9GLK1 RABIT 


Q9glkl 


oryctoleigus 


83 


38 


33 . 


9 


67 


2 


Q9GLK2 RABIT 


Q9glk2 


oryctolagus 


84 


38 


33 . 


9 


128 


1 


CALCA HUMAN 


P06881 


homo sapien 


85 


38 


33 . 


9 


192 


1 


Y525 BUCAP 


Q8k934 


buchnera ap 


86 


38 


33 . 


9 


336 


2 


Q7U783 SYNPX 


Q7u783 


syne choc occ 


87 


38 


33 . 


9 


386 


2 


Q627H7 CAEBR 


Q627h7 


caenorhabdi 


88 


38 


33 . 


9 


416 


2 


Q7QDL5 ANOGA 


Q7qdl5 


anopheles g 


89 


38 


33 . 


9 


419 


2 


Q4CWX6 TRYCR 


Q4 cw>; 6 


Trypanosoma 


90 


38 


33 , 


. 9 


523 


2 


Q4DLU1 TRYCR 


Q4dlul 


t: rypanosoma 


91 


38 


33 . 


, 9 


549 


2 


Q95XQ1 CAEEL 


Q95xql 


caenorhabdi 


92 


38 


33 , 


, 9 


717 


2 


Q54UM5 DICDI 


Q54um5 


die tyos teli 


93 


38 


33 . 


, 9 


934 


2 


Q6FZ50 BARQU 


Q6f z50 


bar cone 11a 


94 


37.5 


33 . 


, 5 


459 


2 


Q5UZH8 HALMA 


Q5uzh8 


haloarcula 


95 


37 


33 . 


0 


53 


2 


O9 0YC3 PAROL 


Q90yc3 


"paralicnthy 


96 


37 


33 . 


0 


100 


2 


Q51AR9 ENTHI 


Q51ar9 


entamoeba h 


97 


37 


33 . 


. 0 


294 


2 


Q4 6 6F4 METBA 


Q4 6 6 f 4 


m e t han o s arc 


98 


37 


33 . 


. 0 


294 


2 


Q8TQJ8 METAC 


Q8 cqj 8 


me than os arc 


99 


37 


33 . 


. 0 


311 


2 


Q5SL69 THET8 


Q5sl69 


thermus the 


100 


37 


33 . 


. 0 


311 


2 


Q72LK3 THET2 


Q7 2T k3 


thermus the 


101 


37 


33 . 


. 0 


424 


2 


Q3ZXN6 DEHSC 


Q3 zxn6 


dehalococco 


102 


37 


33 . 


. 0 


454 


2 


Q83 928 9 TOMB 


Q83923 


oat chlorot 


103 


37 


33 . 


. 0 


461 


2 


Q9KSJ1 VIBCH 


Q9ks j 1 


vibrio chol 


104 


37 


33 . 


. 0 


530 


1 


PDP2 RAT 


08 84 8 4 


rati: us norv 


105 


37 


33 . 


, 0 


532 


2 


Q504M2 MOUSE 


Q5 04m2 


r/. us musculu 


106 


37 


33 , 


. 0 


539 


2 


Q5DTY5 MOUSE 


Q5dty5 


mus musculu 


107 


37 


33 . 


. 0 


554 


2 


Q2U8A6 ASPOR 


Q2u8aG 


aspergillus 


108 


37 


33 


. 0 


621 


2 


Q7NEJ5 GLOVI 


Q7 rie j 5 


a loeobac ter 


109 


37 


33 


. 0 


653 


2 


Q4 8HU3 PSE14 


Q<1 8hu3 


pseudomonas 


110 


37 


33 


. 0 


863 


2 


Q4N57 6 THE PA 


Q4r.57 6 


theileria p 


111 


37 


33 


. 0 


916 


2 


Q6C9A9 YARLI 


Q6c9a9 


^v^irrowia li 


112 


37 


33 


. 0 


1086 


2 


Q59XL0 CANAL 


Q5 9xl0 


Candida alb 


113 


37 


33 


. 0 


1087 


2 


Q5 9X60 CANAL 


Q5 9>:6 0 


Candida alb 


114 


37 


33 


. 0 


1158 


2 


Q4UCX3 THE AN 


Q4uc::3 


theileria a 


115 


37 


33 


. 0 


2204 


2 


099HN9 9PICO 


Q99hn9 


porcine tes 


116 


37 


33 


. 0 


2483 


2 


087 3K7 NEUCR 


Q8 7 3k7 


ncuro spor a 




3 \J • 3 




. 6 


197 


2 


03GEW8 9FIRM 


Q3 qew3 


svricrophomo 


no 


3 6.5 


32 


. 6 


388 


2 


O96UG0 METAN 


Q96ug0 


it. o t ar h i z ium 


119 


36 


32 


. 1 


101 


2 


03 9VD3 GEOMG 


Q3 9vd3 


ceobacter m 


X \J 


-J o 


3 £. 


1 1 


119 


2 


02N7D3 9SPHN 


Q2n7d 3 


e ry t h r obac t 


121 


36 


32 


. 1 


135 


2 


000 785 PLAFA 


000785 


Plasmodium 


1 




32 


. 1 


154 


2 


OSUCKl PLAFA 


QGuckl 


p 1 a s m o d i u m 


123 


36 


32 


. 1 


181 


2 


Q41ZW6_DESHA 


Q4 lzv:6 


co sulf itoba 


124 


36 


32 


. 1 


223 


2 


Q2LC4 0_PLAFA 


Q2 U:4 0 


Plasmodium 


125 


36 


32 


. 1 


258 


2 


Q5HTU8_CAMJR 


Q5:icu8 


campylobact 


126 


36 


32 


. 1 


258 


2 


Q9PNC9_CAMJE 


Q9pnc9 


campy lobact 


127 


36 


32 


.1 


262 


2 


Q9TWY6_PLAFA 


Q9uv/y6 


Plasmodium 


128 


36 


32 


.1 


319 


1 


RLUCJEC057 


Q8::8j3 


c: sclicr ichia 


129 


36 


32 


.1 


319 


1 


RLUC_ECOL6 


Q8 :;ip7 


eseherichia 



130 


36 


32 . 


1 


319 


1 


RLUC ECOLI 


P0aa39 


escherichia 


131 


36 


32 . 


1 


319 


1 


RLUC_SHIFL 


P0aa4 0 


shigella fl 


132 


36 


32 . 


1 


319 


2 


Q3Z331_SHISS 


Q3z331 


shigella so 


133 


36 


32 . 


1 


319 


2 


Q31ZE1_SHIBS 


Q31zel 


shigella bo 


134 


36 


32 . 


1 


319 


2 


Q3 2EU5 SHIDS 


Q32eu5 


shigella dy 


135 


36 


32 . 


1 


405 


2 


Q7VF2 3 HELHP 


Q7vf 23 


helicobacte 


136 


36 


32 . 


1 


406 


1 


NH13 3 CAEEL 


016354 


caenorhabdi 


137 


36 


32 . 


1 


422 


2 


Q4HQN9 CAMUP 


Q4hqn9 


campylobact 


138 


36 


32 . 


1 


435 


2 


Q6GYZ7__MYCFE 


Q6cyz7 


raycoplasma 


139 


36 


32 . 


1 


451 


2 


Q92WV7_RHIME 


Q92v/v7 


rhizobium m 


140 


36 


32 . 


1 


452* 


2 


Q8 0TR2_MOUSE 


Q80Lr2 


mus musculu 


141 


36 


32 . 


1 


467 


1 


MURD_STRAW 


Q82ad8 


streptomyce 


142 


36 


32 . 


1 


494 


2 


Q3XYI1_ENTFC 


Q3xyil 


enterococcu 


143 


36 


32 . 


1 


637 


2 


Q54RP7_DICDI 


Q54rp7 


dictyosteli 


144 


36 


32 . 


1 


675 


2 


02 556 9_HELPY 


025569 


helicobacte 


145 


36 


32 . 


1 


680 


2 


Q7Q17 7 ANOGA 


Q7ql7 7 


anopheles g 


146 


36 


32 . 


1 


713 


2 


Q9RWI3 DEIRA 


Q9rwi3 


deinococcus 


147 


36 


32 . 


1 


773 


2 


Q95US8_SCHJA 


Q95us8 


schisi:o soma 


148 


36 


32 . 


1 


805 


2 


Q9TVL8_CAEEL 


Q9tvl8 


caenorhabdi 


149 


36 


32 . 


1 


819 


2 


Q8BUT2 MOUSE 


Q8but2 


mus musculu 


150 


36 


32. 


1 


821 


2 


Q7 2CE6_DESVH 


Q72ce6 


desulf ovibr 


151 


36 


32 . 


1 


848 


1 


DYN3JRAT 


Q03877 


ratuus norv 


152 


36 


32 . 


1 


859 


2 


Q8BWW6JVIOUSE 


QSb'/wG 


r.'.us musculu 


153 


36 


32 . 


1 


863 


2 


Q3UGY9_MOUSE 


Q3u.jy9 


mus musculu 


154 


36 


32 . 


1 


863 


2 


Q8BZ98_MOUSE 


Q8bz98 


mus musculu 


155 


36 


32 . 


1 


869 


2 


Q9QXL9 RAT 


Q9q::19 


rati: us norv 


156 


36 


32 . 


1 


973 


2 


Q72F83 DESVH 


Q7zi!83 


desul f ovibr 


157 


36 


32 . 


1 


1227 


2 


Q5RJ4 9 BRARE 


Q5r;; 9 


brachydanio 


158 


36 


32 . 


1 


2155 


2 


Q7R239 GIALA 


Q7rP/- 9 


giarcia lam 


159 


36 


32 . 


1 


2207 


2 


Q99FI8 9PICO 


Q99.i: i8 


porcine tes 


160 


36 


32 . 


1 


2207 


2 


Q99FJ1_9PIC0 


Q99;:jl 


porcine tes 


161 


36 


32 . 


1 


2535 


2 


Q2P3 62_XAN0R 


Q2p362 


x mthomonas 


162 


36 


32 . 


1 


2732 


2 


Q5H08 7_XANOR 


Q5H0 87 


xanthomonas 


163 


35.5 


31 . 


7 


645 


2 


Q2VP4 9_9ARCH 


Q2vp49 


uncultured 


164 


35.5 


31 . 


7 


667 


2 


Q9X74 8_HELPY 


Q9x7 4 8 


helico'odicte 


165 


35.5 


31 . 


7 


3282 


2 


Q 9 PE Y 9_X YLFA 


Q9pey9 


xylelia fas 


166 


35 . 5 


31 . 


7 


3442 


2 


Q9PBE8_XYLFA 


Q9pbe8 


xylella fas 


167 


35.5 


31 . 


7 


3455 


2 


Q9P9U6_XYLFA 


Q9p?uG 


xylelia fas 


168 


35 


31 . 


2 


50 


2 


Q99I80_9PICO 


Q 9 'J i<30 


porcine ent 


169 


35 


31 . 


2 


50 


2 


Q99I81_9PICO 


Q9;i81 


porcine ent 


170 


35 


31. 


2 


50 


2 


Q99I87_9PIC0 


Q9 9i87 


porcine tes 


171 


35 


31 . 


2 


50 


2 


Q99I88_9PICO 


Q^ilT* 


porcine tes 


172 


35 


31 . 


2 


105 


2 


Q4Y688_PLACH 


Q4y6£8 


Plasmodium 


173 


35 


31 . 


2 


108 


2 


Q86C11_PLAFA 


Q8 6C11 


Plasmodium 


174 


35 


31 . 


2 


111 


2 


Q9NI3 6_PLAFA 


Q9ni3 6 


p la smodium 


175 


35 


31 . 


2 


115 


2 


Q8V1S0_9HEPC 


QSvlsO 


hepatitis c 


176 


35 


31 . 


2 


115 


2 


Q8V1S1_9HEPC 


Q8vlsl 


hepatitis c 


177 


35 


31 . 


2 


115 


2 


Q8V1S2_9HEPC 


Q8vls2 


hepatitis c 


178 


35 


31 , 


2 


115 


2 


Q8V1S3 9HEPC 


Q3vls3 


hepatitis c 


179 


35 


31 . 


2 


115 


2 


Q8V1S4 9HEPC 


Q8vls4 


hepatitis c 


180 


35 


31. 


2 


115 


2 


Q8V1S5_9HEPC 


Q8v:.s5 


hepatitis c 


181 


35 


31, 


2 


115 


2 


Q8V1S6_9HEPC 


Q8'/ : n6 


hepatic is c 


182 


35 


31, 


2 


115 


2 
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